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[ mr<m 1 3 ms^siKHc^ v ^x saw**?** 

Igf^PCR (;K>J-*7— «S«RJE) ayttWSBOE 

idSftjia fcRgtsftfcT*^ t >.y b & . tam 

STf &IEgk« 

TIB<50 (A) - (HH) frtflk&jm* RV (a) ~ 
(hh) A»4,*fto»J: OjltR^itSamffl^MlBr 

^ >r v— t -y b 2: m^tmsLWcDm&ifm. 

(A) inttX • bKD7-(7 (Aeromonas hydrophi 
la) Sr^ffi-rS^^<7;iJ?lJ#^- 1 &lflE5l|#5-2 fcSr*- 

(B) XQt+X (Aeromonas) «ar^aj"f 6 fctfXOE 

nm^ 3 &c*ie?ij##4 ^-fJesi^'J & -eix-eixoc^ 

07*7 A 'y b . 

(C) rti/^X • -tel^X (Bacillus cereus group) 

ttlE?iJ£ Zil^tilZfi^Tv A ~?~ fc \y b . 

(D) /N"?T-o-"f ^r'X • 77^yx(Bacteroides fragi 
lis) ZIHiti-f ZtztbOWm^ 7 SWJS^St* 
~t&mnffl%*ix&xiz%r-r>y°74 v— fe -y 1- . 

(E) 'tnA^^- • i?3.i/a.— (Campylobacter 
jejuni ) £1*arf SfcA^E^#^9Rtfl^#^ 1 0 
t,Z7jk-tmmim 4 V— fe y b . 

( F ) *ytDA?j'--yxyj. — , ' 3 U ( Campy 1 ob 
acter jejuni/coli) &m.\ti,-?&izlb(OWmtt 1 IS. 

-7— b >y b „ 

(G) ^yfOAv^^— (Campylobacter) JKSr^ffi-f 

£ Zti^tHzflfiyjJ V— fc «y b . 

( H ) ? b >J A ■ U -/-«£. ( Clostridium bo 
tul inum) *1fc}ii-j-&tzfrC0mm^ 1 5 7SEWf3 
4 t^-rtSSi^J £ ^ft^ft Crft^r y A -?~fe v b . 

( I ) ;? uX b »J ■ y<?-Vf/J* ( Clostridium bu 

tyricum) *mSt&*Z*><?jg&m^3 5 
3 6 KScfriMSffifll £ Hx^t-azgroT* y A fe -y 
K 

( J ) ^nXM) ■f-(7'( > U ( Clostridium 

difficile) ^titt 4fcJfc<0K*l#*3 7J}M&?'J# 
#4 2 Ki5HiaaEi»l*'t*l^C»07 , 9-f "7— b ■/ 



K 

( K ) 9uXY U • 7 U > > : x >.X (Clostr 

idium perfringens) £1ftaj-rSfc«tf0ffiyiJ##4 ST 1 ? 

V— fc >y b , 

( L) ^ U 7°bX*rU i-^A • .^/V7"A (Cryptosporid 
lum parvum; 

b. 

( M ) X >' b — '^ ■ b X b U "T ^ ( Entamoeba hi 
stolytica) ^^tB-t-&/c* l )^E? l JS^-4 9^E?"J# 
#50 K^^aiB^J * Hi^i'iiz^Ty A b y 

b, 

(N) ||«<SS#*14^:M« (Escherichia coli(EaggE 
(O) KM?«i»ffiAtt^:l»fl (Escherichia coli(EIE 

( P ) BSWaiiltt^cfli^ (Escherichia col i (EHEC) ) Sr 

SiB^'l 2r il^l(C^07 0 7 fe -y b . 
(Q) #SJK1fc^M (Escherichia coli(ETEQ) Srtft 

mWZZix^tLlzW-oTJA t >y I- . 

(R) JMM (Escherichia col i ) CO^JSH^fiO — OX' 
hhAy^r-i S> (intimin (J#*ST) ) M^afe? 

(eaeA) %m\ftfh?ztb<?Mn^6 7RXf&m& J %6 

s (c^-r^sia^y zzix^mzn-oy ? a v— t -y b , 

(S) ^'T/l-f-fT- 5>7"UT (Giardia Iambi ia) 

(T) 'JXf'JT - ^/If^ (Listeria monoc 

yt.ogenes) fcfcffl-*-*fciW5i!W#*7 1 7!>SS5»* 
7 4 tCTjr^ffiSSJUSr -tit-eixfcflr07-5 V— fe -y 
b, 

(U) ri^yttt^ • i^> 1 'C3'f (Plesiomonas sh 
i gel 1 oi des ) Zmtti-f h fctfxDffiJlJS^ 7 5 S.^1E^J# 
#76 * fitfilCftoT? -f -7— fe -y 

b. 

(V) (Salmonella) m^WSftt &fz*b<7M 

tm^- 7 7 7WiE?'J## 8 0 liZTF-tlS&Bffl Sr ^il^ix 
};^77 V— fe -y b . 

(W) -ynV^-y ■ (Salmonella typhi) 

ffi^'J Sr Zti&xlzW^? 1 ? A ~?— fe v b , 

(X) v-^r^ • 7l//'X* l J (Shigella flexneri ) £ 
(Y) -f 03 -y^rX • T^V^X (Staphylococc 
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us aureus) £tfctt}-f & £#>tf>E?!l3l# 8 5 

K 

(Z) ho?!^'^-*"^^ ( Tropheryma whi ppel 
ii (Whipple Disease) ) £ftav$-£fctf>tf>E5!l#§-9 5 
7!>ME?'J## 9 8 te3jHifi£E*J £ -eft ^ittftoT* 
A V— -fe y h » 

(AA) bVJjfr • 3 1^5 (Vibrio cholerae) 

-r^fc^wi##9 9.au : ia^j##i o ocr^-tta* 

E?"l& -< "7— tr -y h , 

(BB) t*7*>J;t ■ 31^/5 5 (Vibrio cholera 
e/mimicus) £8iffl-rS*:rt><Z>R?!l#*l 0 1 RXffiPl 

##i o 2i,z7sk?mmwmz%tL?tLfcmr>y°?-( v- 

-fe y K 

(CO b*7*>J;* ■ 7/1/t'rU.X (Vibrio fluvialis) 

*«taj-rftfcft^BWi## i o 3siwj## i o 4 1 

^tISE?'J £ <£ ix^ixiz^T y A v~fe * h , 
( D D ) bVJ ■ t^y-^i 'JT'I #X (Vibrio parah 
aemolyticus group) WfctWrt-ifcibtfffiJl** 1 0 

-y K 

(EE) b'7" D • ^'Vt -r -f ^ X ( Vi bri o parah 
aemolyticus) Sr&iii-t SfclfcOEWf 1 0 7. SI/IS 

108 ^-tske^j £ zti^tuzn^ry a v 

— fe >y 1- . 

(FF) b'7'UTj- (Vibrio) R£t*a^&fc«><DR?lJ# 

#i o 9 strain ##i i o^-ria*E?'j*-?-n^fL 

CWr07°7^-7— fey K 

(GG) X^y^T ■ xyfoa'Jf < # (Yersinia e 
nterocolitica) £^m^£^*OE?iJ## 1 1 1S-U' 

wffltti i 2 cr^-rissE^ £ zixzftazft-oy^A 

-7— fe ••/ h s 

( HH ) XA-y^T ■ lyfoa 'J^TJ (Yersinia e 
nterocolitica group) R£8ttfrt-*/ttf>tf>E?lJ##l 

1 3&t/E?iJ##l 14(^lH£KE^£^ftW^f 
077 -f V— fe y h . 

( a ) xnt+x • b Fn7 4 y^mm-t^abmin 
##ii 5s.t/E?'J#^i i 6 izmi-mmmnzzix^ 

mz¥$*y?yA fe <y l- . 

(b) xo^^M£&m^&£^OE?>J##l 1 7S 
L K E?iJ##l 1 8 t^1-ia*E?iJ £ ^ixWzn^Ty 

( c ) Ay7^ • -fei-vx^^m-r^^^E^js^i 
1 9%xf&m&i 2 0 fc^-r^sE5'J & -eft-eft^ 

•975^7—6: >y K 

( d) ys^T-o-f fx • 75^y*fcfcffi*$"*fc«>0>K 
?'J## 1 2 1 $.l/E?i|## 1 2 2fc*-f*g*E?'J£-£:fX 
ZixlZft^yyA "7— fe -y h , 



E?'J## 12 3 a^E^i^^ 12 4 tSSfH^ffiW* T 
fi-Fittcit-oT 54 "7— fe -v 1- - 

( f ) • : Jx. t J*.—/zi 0 Srtfctits-f & 

tzto&gBfttt 1 2 5 &VE?iJ#-t 1 2 6 tw^rfffiSE 
WlZZIx^ixizft^y'yA -7— • fe -y r- . 

( g ) a yb'o.'^ *H*£1*asi-Sfctf>tf>EaiS# l 
2 7®.lXEWf 1 2 8(c^-JS3ffla?IS:^*i-eixtwl# 
■977-^7-fe -y K 

( h ) 7ny\b U • *'\7 U 7"A£$a^i> 

E?i|## 1 2 97ME?'I## 14 8 ^-fiSMW^^: 
h-^iVZWoyyA *7— fe -y r- . 

( i ) 7u*hV y»/A • ^A^Siaj-t*^^ 
E5'J## 1 4 9&UE?iJ## 15 0 t^-f^E^*^" 
tXZ'iXlZft^TyA V— fe -y h „ 

U) ?u*h U i7r7A ■fO'l > 'I'fclfctfrt"**:*) 
OE^## 15 1 J^SE^J*-^- 15 6 tSrrJBaHWI* 
^il-filtftor^-f "7— fe -y h , 

( k ) 70.x )- V iS^M, ■ rt— 7 U > ^"x > 7^art^ai-r 
2»^^<0E?'J## 1 5 7 BSE5iJ## 16 0 Iw^-ria* 

mnzzix^ixitzn^y? a -?-+: y h s 

( 1 ) ^ U7°b.X*TU v-'^A • SWT'M.&lklii-t &fc#> 

<7)E?ij## 1 6 1 m/rnm^ 1 6 2 {zwrti&mwM* 

^iX^mzft^TvA v— fe -y h s 
(m) x>bT^— y<- txbijf ^JtHitSft:*) 

£>e?ij## 16 3 s.ve?ij## 16 4 iz^-tmmimz 

xix^'ixhzW^Ty-i V— fe >y h . 
( n ) Bi«M*#*1x7^BiaS:^m-f-«.7c^^E5iJ## 
1 6 57b^E?iJ##l 6 8^-tta*E?'JSr-^#x-?ta; 

j$-577^ 7— fe y h s 

( o ) mmmm^x^mm^m^thtz^mm^- 
1 6 9mfmnm^\ 1 Q\&&tisa&m**ti*tdz 

!#07°54 V— fe *y h , 

(p ) wm&ik\!kkmm%w^&fzwmm^i 1 

1 JbSE?'J## 1 7 4 ^^ig^E^J Z^ix^ixlzitr? 
77^f7-t-/ b s 

( q ) #*Stt^M*Sr^ai-rS^A6c7)E?']## 17 5 
7bME5iJ##l 8 Ofc^i^ftE^J'Sr-efc^ixtc^'pr 
5 -f V— fe -y h s 

( r ) ^d»WW*HRia-^ — 3TJb^-f >"T 1 5 

a&F^tfttfl^ftJtAtfJffi^J*^ 18 1 E50#-§- 1 

s 2 {z^Mmmn^^ti^tuzn-oy^ 4 -7— t -y 

K 

( s ) KT)Vf ■< T ■ jy7VTS:&\&tht&><7ti£M 

##is3 m/rnm^ 1 s 4 iz^-rtmrnn^^tx^ 

ixtc^or^Wv— fe y 

( t ) 'jxf'JT- h^'^-xfr^tB-r&^O 
E^JS-f-l 8 5JbME>Fi]##l 8 8t^tifi*ffi5USr-t- 
iX^mzn^TyA fe -y b » 

( u ) 71/^ttX • yfn-f fx^t,*tS/>:W) 
E?'J##1 8 9 S.t^E^J##l 9 0(^-rififfiE^J&^ 
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tl%mzft^7°7 A V~fe -y h , 

( v ) viv^ymzw^htzforymm^- \9\~pi 
smm^ 194 izTtk-tmrnmnzzix^ixizn^Ty 

A V— b y b s 

(w) -9vHE*9 ■ ^-f 7 -f £tftili-$-ftrt:#*9K5iJ#-* 
l 9 5 RtTOJ#-ti 9 6 (c^-rtaSi^iJ £ -Hi^iifc: 

(x) i/?*y ■ ?V9**V*imfth1tt<nWffi&% 
1 9 7 SVl^iJ#-^l 9 SlZ^rtt&mmm^tL^fiiZ 
ft-oTJA -7— b >y b , 

(y) x?7^o3 7 ^ • r^w7,£&iB-rftfc#> 

C0i£^j#-t 1 9 9 TjSmm^- 2 0 8 Cttli£M Sr 
ZiXZ'iXt,zn-j7 y A V— b y h , 
( z ) ha 7 x L> V • >7 4 y ^ (J 2r«ittl-r ft fctfxoffiyij 

#f2o 9BMS?d*#2 1 2tc^-msffi^j?:-e^^ 

ix\z¥r?7yA~?~ fe y K 

i 3&u t ia?"j#-^-2 1 A^-tm^WM^ix^ti^ 

~J7°3 A V— b >y b „ 

(bb ) • 5 S^XSrtfcffi-rftj^cD 

K?iJ#-^2 1 5RUW3\^2 1 6(C5K-TJg»ie?iJS:^ 

ix^mzwor y a t -y b , 

##2 1 7»uuai*-9-2 1 s iz^irt&m&Lnaix^ 

ttiZft-OT-^A-?— fe>y K 

( d d ) b*7* U ^ • rtyy\*: \) -f- 4 #X 2r#itij-f 
e«J#-5§-2 1 9.&tfEW*-*2 2 OfcjjH-ttHfifiW£ 
fil?hCt977^?-t -y b . 

( e e ) b'7" 0 % ■ A^^Vt U -f 4 ^PSrEStBf htz 
#><?5KWS#2 2 1 a.lXE5«J##2 2 2 fc3jH1S*K?iI 
ZZti^ixlzfroyyA ■?— fe -y )- . 

( f f ) b'7"u^-JK^ai-r-g.^<5 r >ie?'j#^2 2 3a 

t/lE?d#-f-2 2 4 iz^-t&mwmZZix^ixlzn^Ty 
A -?— -b >y b . 

4fc<ZHE?!l*f-2 2 5 2SKfE5»J##2 2 6 £ijr$1SSE?i| 
ZZtl^fXiZn-OTJA 1 -y h . 

(hh) x^y^r • i/fna 'Jr< ^S¥**aj-f * 
fci6<7>E?"J#-^2 2 7&tfBB?<J# 4 f-2 2 Sfc^-rtSSK 
5fl £ ^ilfiK^O?^ >f v— fe -y J- . 
[ft*JM2 ] fiftE-f PJ: D )HtK;*;i'i&7'iM v— b -y 
hkfctfc, ifflianS¥J;D^iR$*U.7rMv-- b y b 
-y b'75 v-t Ltffl^S £ k Sr^at^S 

[ft*ii3 3 tt&n 1 tsE«o#ffif i rmiRZix&m 

ft»£«B<7>tftfflffi:r5 >f v— b -y h . 
[00 0 1] 



PGR (^W7-«MIE) MsLHtaJt^ 

a^«j<otta*ifc. sv»M«!i»^mfflr 7 4 v— b -y 

ffl75-{ -7— t -y btM-Tft i^O-C*!). 
[0002] 

-rft^^ti. mtRmmizx&ttmim. mmmzxz 

®%&%:Zcr>mitfm>ixh. tS»*Buiik^ 

ttijgffl-r ft ; t /^HUT-* ft . * it , mmm%fr'j>m 

BW*Jlv 4^*^ ^<0*^td3»aia k v > -3 JMISI*^ k 
=Sr&. i05J:5*«HBI«Ffc*ijei±, jS^B'HUIueSrffW 

frnsea***) ^nft^^fc^T « s a# ^» mt * 

TV^ft. 

[0003] ^^T', ifi-^TIi. Jfi&?**#r*-ft - k 

^*^Ji*«^kWA< ^A^itoofcft, z<?>m&=m 

&mX*l* . P C R ( ?K li ^ 5 — b*3l!BKiS ) ffi * 
tfft]±$ •£ ft k £ ft , L^t. 

* . «§tffljK5:fK4.i*i i> mtanm t-tzzt 4^* ft . 

PCRffiTli. r^-Y v-kufifiift-WODNAW^r 

ft ^«ii?iJ ( -b > x(M ) k . 3 ' *«fflW-t:ffl S-t 
ftfflfflB«P5r*SK?!l ( T>-f~fe> T-ffl) fcSrffl^ft. L 

[0 0 04] PCRSOmHRJElis DNA^tt, 
7°7-f -7— — 0 > 7\ RlttfV X 5— b'ftfiRJC 
<7)*tX?iX(7>i&&^T*R&m&A b-Tfti 
k iz J; -5 T itff L , -I «£o«7 -r >y 7°*^ A. ft 

iiRio<7)S3i^tifiiffl-rft7 ,, 5^ ~?-<7mmz x ~>x 
a -?-p)i&mim*?mMiz±% < imzti* . uta*^ 

SfLft. 
[0005] 

[ mwmm ix^t-t^ mm ] t z *>x- . 
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[0006] PC Rj£tC&(t&M9-4 

0 . Z. hit. P C RSarc(iK#WC— MSI 

£ IrH3 fcfr 3 i b tfmmX'fo 9 . Mtt b^dPC 
tz X h m&£-V J jilz-$&th £ b +£fr~>tz . * 

9 )V3kw<7>wcm s b'<7>tmft&mm- zmmiz t * 

[0007] jfi^tcA 0 . fil&fcllO - 1 5 7 ^ri:" 



i5\£&Z-fZb -> tz . 

■iii^<^^*o«iaj ta j wHci , f*^ & p c risk* 

^ . y y. tztCC \ ^tz , 

[ooos] %c\x\ *mu±. ±M?mmzmfr. mm. 

cy^^x-mm^^xnta-t^ ■- 1 art 

urn. mf^^mzm^hixhr^A-?-^ h<mm 

mzmmb-tz. 

[0009] 

mmzm&i-t&fzfrco^m msm 1 tzKMMtfsiz 

(D?-h>J?Zc< b i>-^£-&tsffi®lz-o^X . iHSSti^ 
luier^-f V— fe «■/ I- fc-WvWiffl^T . fSS^ix^BU 

SrfiA. Tie^lS^2cO (A) - (HH) 

& -fffif. mfH3RV : m.4C0 ( a ) ~ ( h h ) A^=5r^» 

[00 10] 
[SI] 
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?7<" 




**»*lf*'- 3 '> 1 


(A) ' 


tetxxnanss hydtophUa 


8M**i : j 


EM**2 : 

rG^TGTGTCCATCGTGC 


(B) ' 


Aeromonss spp. 


5StjI8<? • 1 

*r*AAr.TAia*l rfiCTAC I 


EM**4 : 

!TTTCCTCCTC6^Tfi*W 


(C) J 


9ocMj9 cBnrvs grwp 


A A ATTTlTC AATfiTf*T 


£M**6 : 

^mumAGJTAATTCTTC 


(O) ' 


Bmcfrvidms fragifts 


; & AR A raGTGTATGTGATT 


EM** 6 : 

^JTJUGTATAT^AgCTA 67 


(E) 


Gamyhbaetar Jajuni 


»M**9 : 


EM** 1 o : 

MGCTAGGACCCTCATAT 


CO 
(0) 


Campyiobectar 


m ATT. A iRfTTTT AftfTT 


EM**1 z : 

fiTTTAATCGTTAAGH^A 


Campyiobactar spp. 


^$8^3? 

^ATAflTTAATRTGCECTAC 


ATTrCTTAGGTAf^GTCA 


(H) 


Clostridium botuiifntm 


EM** i 5 : 

f-TTAr a ftrr Afjiti ACTf; 


EM** 1 6 : 

ACTTWAATTA/AGAATrCA 


TGTAAGGCTAATACAGATT 


EM** 1 8 : 

AATACTAAGTTftF GninrrrT 


EM** 1 9 : 

TrrAfiATECTGTTGATAATA 


EM**20 : 

rAAAAGTATTAATTfifiAGT 


^TATTATTTTGAAAATGAT 


SH**2 2 : 

J5TTTTAACAATACTTCTGA 


EM** 2 3 : 

rTTTAATTTrTA.PlCTAAT 


EM**2 4: 

TTATTAACftATTTAGTTAGC 


gpgnsmagMi — 

TTATAATKATCgT CTTAATG 


gS**2 6 : 

ATnTGGAGTATTATCATTCC 


EJiJ«27 : 

rTCTArTTrAArAAATTRTA 


EM**2B: 

CTfi TAfiTTfi AAAACC* GTTT 


a^uviAt All iJVTV* ITA/*PfT 




^fAAAAACTGATACGGT 

rr r rrTAltA A A A lf*T AATAC 


TTTTTATTAfiATTTTGGTG 


rnTTATGGAACAATGTATT 


EM**3 4 : 

lTAAATTTrr£AACCA(jAAT 


0) 


Ctostrktium butyrioum 


EM** 3 5 : 

ftTTflTPAAISAATTTTATAAA 


EM** 3 6 : 

AATAGTATGTtTTGGCTAOC 


(J) 


Clostridium dffffcth 


BM**a 7 : 


EM** 3 3 : 




a r A A r A ftTT A ATA A A ATTHR 


EM**4 0 : 

TCACTATCATACCACflQ"nT 


XTC AflAftA AT ACTGTAjGTCG 


ESWSg: 

TTGCTGATTCTAnTACAGTT 


<K) 


OoatrhMum poHringana 


EM**4 3 : 

t a a#» ArcTccnTA ArrTC 


irrTTftRCTACCGTCATT 


TTj^ABTGATGrJTTATATG 


EM**4 6 * 

T «fiAGATATTACCATGAGA 


(U 


Cryptosporidium 


EM** 4 7 : 


EM**4 8: 
WAMCAfiACAMTK&AS 


(M) 


Entamoeba histolytica 


ggjjpffjp^ 

Tr.AAnAGAAAGAATGTTGTA 


EM**5 0: 


(N) 


Eadtanchta coh 
(EaoEC) 


EM** 5 1 : 


rJlATCJATAGAAAKOiCien 


g^WiAAAGArTGTATCAT 


^J^fAGGTCGraUGTGACGCC 


(o> 


Escharicbf* cofi (EEEG) 




^TTAJTTCTTCCTTTTAATA 


(P) 


Escherichia cofi (EHEC 






TC^AggGeATAGATEC 

Tf.GA&TTCAGTGGTAATACA 


-j^liSeo?™ 

TGTATTACTTTOCCATAATG _ 
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mm* 


t»HM (5' -a- > 






{Q3 


Escherichia coR (£TBC) 


EMM6 1 : 

pArATATATEJlATfcftTATfT 


EMM 6 2 : 

fTfittTTTTAAPTn IfiATT 


^ggTwyro 

TfTGTATTGTCTTTTTCACC 


BMMB4 : 

AGC AGGATTACAAC ACAATT 


EMM6 5 : 

rvcp A P f*T A At Ath k AC A 


EMM6 6 ; 

iTrrATTf 6APAAAFXAACJL 


(R) 




msyyj 8MM — 

AirATTfiATTATGCTTAGTG 


EMM 6 8 : 
TAGTCAGTTTATTCGTGTGA 


CS) 


Qi#rdi« kunblijt grovp 


EMM6 9 : 

GACGCTCTCCCCAAGGA 


EMM7 0 : 

GAATTACCGCGGCTGCTG 


00 


Listeria 

monocytogenes 


EMM7 1 : 


EMM 7 2 : 
ATTCCATCTTTKACTAATfi 





EMM7 4 : 


(LO 


Pfeshmonas 
shigoUohfea 




gglWTfiTTMfiCTCG 
ATGKACTAQgTATTAAyT 


(V) 






EMM7 8 : 

WRf^ — 


BBSyg?™™" — 

rrnTACATTGACAGAATCCT 


TCACgTTCATAAASTTCAT 


(W) 






EMM8 2 : 


00 


Shigella flexnori 


BUjfggf" — 

TAAATGGAGAMTW™ 


gTACTATATWTTACGGTT 
ATGGTCATATTeCTAffiUI 


(V) 


Staphylococcus gunus 


emms 5 : 


EMM 8 6 : 




EMM'S 9: 
GATGATCATTAT6TATCAGG 


EM#*8 0 : 

6TTCTTGAGCT6TTACACTT 


EMM9 1 : 


EMMS 2 : 
AT^gMffittMCAICI 


ggpnomiictt 

ATCTTAGGCAAATTTATTAT 


TTATATAAACCAAATTTTCC 


(Z) 






EMM9 6 : 
GCCAAAAGAGGTTTACAA 


iwr — 

CCCTAACTTTGGGATAAC 


EMMS 8 : 
TTTCTKAMTAKGTCA 


CAA) 


Vibrio chofof&o 




EMMI oo : 
ATTACTCATGGAT6ATCTTG 


<B8) 


Vibrio 

chotarae/mimlcvs 


TAACCATTGGAAACGATG 


EMM! 02 : 

AATGATTAAfiGTATTAACTT 


(OC) 


Vibrio ffuvimti* 


EMMI 03 : 

CAGC G ACAACATTGAACCTT 


EMM! 04 : 
AfipTAACGTCAAAAGATA 


<DD) 


Vibrio 

p«*h*6mo/Ytte<J* 


fifiWCSACTTATCTGAA 


GTCAAATGATOGTGCTAT — 


(EE) 


pmrahaemniytkuia group 


EMMi 07 : 
GTTCTGATGAGATATTGTTT 


EMM1 08 : 
AAAATATTCTGGAGTTTCAT 


(FF) 


Vibrio Spfi. 


TAACCATTWAAACTAIfi 


te*j#£i 10: 


<GG) 


Yersinia entorovoRtscB 


EMMi 1 1 : 


— 

GTAACGTCAATCCAACAA 


(HH) 


Yersinia mterocodticm EMM 1 1 3 : 
— 1 ATACCGCATAACGTCTTC 


EfVM 114: 

TAACGTCAATCCAACAAC 
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7^' 






' -3' > 


i») ' 


Aeromof** hyttoophBa I 


E*i]»* lis: t 


E*iJ## lie: 

rMTCffTfiTfTGCATGC 

gfl%%"i8: 


Cb) ' 


Acrumon+s app. 1 

j 


rGCTEG^ACGCIfi&nfi 

iTW^rcAUCGACTC 1 




<c) 




C$lJw9 119* ^ 
^GTTACIIfififimSS&fifi&I ] 


rrTATJAGTTGTTGTGCATACT 


(d> 




E*U#* I 2 1 : 

CGWCTCGGTTTATGCAGH J 


saWfi 22 : 

*f*e.kArrrtTTkTtfArkTfk 


(«) 


Cwnpyiobfivtw jmfuni 




EWa^l 24 : 

•«>i/>l>PTr> ITTA Tr*Tf l TAT* 1-PP 

AC CCTCfiTfl ' tICT ftl Mbb 


(f) 
(*> 


Compyiobtoter 

i*k*ni/cct> 




C»**i 26 : 


C*mpyk*>*ct«r spp. 




E*U*#128: 1 

CCAGTGTGACTGATCATCCT 




ChstriOwn botuHnum 


^ns^^ ATA — 


E*1J**1 3 0 : 

nCtXCAMQuAGIflClAl 


KTP — 


E*U## 13 2: 




ttp i iTPTTRI AGPftPTAAT 

EPJ#*1 34 : 

GfifiTATATCTWCSGAAAGTC 


EJU** 13 6- 

A A fiTCTGC ft ft GATGGATTGG 


EH*#i 36 : 


EW#* 13 7: 


C^O|GJAAAGCTTAATTCCT 


singm 

GtTTTTCATnCGCCTACTTC 


TCCCTCCTGAAAGATTATTA .... 


E?*J#*14 1 : 

CTCTACTAACCGCAACCAGT 


EJiJfrS 14 2: 

gGGATGCAGTCGATGATAG 


E#J## 14 3: 


EM*l 44 : 

TATATCfttTAAGfiAAATGCAAT 


gAAJTTCTTTCACMaATMHL- 

CTMTTTTCTTTCACAAMTAGTE 
GAmTt^AAATAGTTTTAG 




w 


Cktstridsum butyricum 


E3l9# 14 9: 

CAAnATTTTCATCCGCCTAC 


EOT** l 5 o : 

GTATCACCAATATGGAATTG 


w 


CtostrMum drflkXe 


E3*Jire 15 1: 


15 2: 
TAAttCCrnAACACCTAG 


CT|ttCAAACTGMA6ACTTGA . 
(rrTffAAGXABftAATAWCft 


EOT»*1 54 : 


E?U»9 15 5: 

TCTCfiTIGMAmifiCCTT 


OTTOf" 1 — 


VJ 


Cbttrkfium pmHHngms 


SH**1 57: 


ACGttTCGTCGCCTTGGT 


GGAGXrEGTTGGATATTAGG 


E^l**l 60 : 
fiGACCAGCAGTTGTAGATAC 


<0 


Cryptosporidium 


E£J*# 1 6 1 : 


EW»*i 62 : 


<n0 


Entamoeba histotytio* 


GCACAAATTGGAAAAGAAGC 


I^WP" 


(n) 


Eschonchis coti 
(ErnstEC) 


E*U**165: 
TAfifjT.TTAGGGCAGTATATA 




EM»# 16 7: 


E*»J**i 68 : 




Co) 


Escherichia co£ (EJECJ 


■BifHP 


rRMATTGCAAATAGAGATA 


(p) 


Esohmriohia ca8(EHEC 


nAnCGCTTATTGTTGAACG 




E5H*^ 17 3: 

RtrTKicAraGCAfiAAGCCr 


^riliTT^ACrATCCGftCAT 

MCAGTrATCTWWTTCTli 



[00 13] 1*4 3 
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7— te*M*«-2) 














£q> 


Etchttththfo goR(£TEG) 


175: 
qAGGGAATATAWGAeCKT 


fi^ij*^ 17 6; 

GTGCTCAGATTCTGCGTCTC 


TOCTCAGCATGCTftAACCftG 


EJ-J-SH* 17 8: 
ATTtATGCTrrtAGGACCAC 


KPB 1 "7 Q * 


ipzi *-B- inn* 
VJw7 tow. 

AG ACATCATCAGAA TCAG AAC 


(r) 


Etcherichm coM 


gCTggTtnTTCWCTT 

TfiftTAfiCTATCAfiMItEK 


E^J-JMS" 182; 
CAAMSGTGKfiAACCTAAA 


<*> 


Gi&rttia tambim group 


KnTV 1 a o « 
CCCTGCTAGCCGCACACC 


ATGTOGfifiKQTCTCTC 


ft) 




K7<J W 1 B™ ■ 
ATACCACGGAGATGCAGTGA 


18 6. 
CTTGATTAG7CATTCCTGGC 




tt^JW? lor. 

CATTOTGWAWAttAA 


EnT? loo. 

MEMATTTTO^TW 


(u) 


Ptesiomanas 


BATMGTACBBWAACTGTAK 


EfJ* 7 ?" 19 0! 
CCAGTGTGACTGGTCATTCT 


Cv) 


S*tmcn*fa tpp. 




W.&j&fk 19 2' 

GCGAATGAGACGCTTAAGCG 


MMWfffP" — 

rrcSMKMTKCWTMA 


GCGCAGCATCCGCAT^AATA 


(w) 


StbnonollM typhi 


K^Jw*7 ISO- 


E5y## 19 6' 

cgcatcgaaaapaqg'aataa 


00 


Shtgofot fi&xnen 


TCg^gTCTWffTPCQA 

CAACfWGfiSACTftTTTCK 


AGCCATCATAAWATAAC^ 


(y> 


Staphylococcus Murmtt 


K?Ulr* 19 9. 
TTTTACAGATCATTCCTfiCT 


TGATCGGCACTTTTTTCICT 


PIil*g.n n 1 * 

Ie?U»*fZ d i . 
TA-rGATWTCTTCGAGTCGA 


1C ZtlftA «5 ^ • 

KM** ZOZ . 
CCCGAACAGTAATACTTCTA 


TfiTAMTAAATTTTTfiGCAC 


CAAAGTWTTTCCTTCATST 


craTTTAMCBTTAAAGK 


BXIIftAO AC * 

Plf^Z O O . 
CcirjTCTTTTGAATTGAAG 


K#u*"£2 0 7 : 

TTTTCACAGGTCATCCATGG 


EPJ-S-^zos : 

CGGTCAATCGGTTATTATCA 


(z) 


Tinophotyntt whippofii 

Amm ' , ■ — _ _ 1 

lyrhfppie Utseasa/ 


E*J**2 0 9 : 

WT A At* 1 f TC/i RATA l^TTP 


E*JJ«2 1 o : 

CftTTA ^rrrTTP A T W f*TT 


EM#*2 1 1 : 


E?J#^2 1 2 : 


(•*> 


YtOnO CflOrWVv 


S^2 1 3 : 

Tft^ A AC ACC A ATTMf! W*Cfi 


£*U**2 1 4 : 
rri* a prTi i * fir a r a i a nr 


0»b) 


Vibrio 

cbofotitG/'inimicits 


E$V*^2 1 5 : 
TAATACCGCATAACC1CGCA 


E*tJ-3--*2 1 6: 

GCTGCATCAGGCTTGCGC 


(cc) 


Vibrio ffuvimK* 


E*\!#^2 1 7 : 
MQKTK5AMTTGOTTG 


E^J#*2 i e : 

GATACCTCCTTCCTCACTGC 


Cdd) 


Vibrio 

oar*h*«motvtious 


12*11*42 1 9 : 
TQATAfiCTTC«CTTAAA6A 


E?!f^2 2 0 : 

CCACCTTCCTCACGGCTG 


(•a) 




BMttZ 2 1 : 
CCGGTCAATGTA A AGGTCTC 


E$im*222: 
GCTAOGAATTATAGGAATGTTG 


(fl) 


Vibrio sppL 


E#I»*2 2 3 : 
AAQ^GGCTAATACCGC 


E«l-»#2 2 4 : 
CATCAGGCTTGCGCCCAT 


(u) 


Yorsini* tmterocoktic* 


TAWGCATAACfiTCTRS 


E*U*^2 2 6 : 

GTTAT7GGCCTTCCTCCT 


(hh) 


Yarsinta imt^rocoHtica 


E£W^2 2 7 ' 
ATAACBTtXTCfiGAfiCAA 


E*)J*#2 2 8 : 
AAOGTATTAAGTTATTGGCC 



[00 14] rfflttm j 2:liMKMA9^:$ 

*l*«ftJ»^|l*bt»'H\ Wilf, TfSOS (specie 
s) #>A>J1 (genus) . f4 (family) ^i:"^±fii(Cfp]^d 

<7)" spp" ii, -?-Ol8^JS-^i.-t' / <.T<oa^^L. " gro 

up" « s -eo«ic«5-r&tt<ojfe*o^LTv^. 

[00151 Lfc*--5t . mmM. 1 <JO»HB<0«^«I<0«1 

«S^^-i-iix-S»*»5*^¥'J^--l>. £Wi. injfe*^) 
H*. ££T\ PCRifeffi, l»»77^-t 



[0016] m i 7^m*4 tc^-r =fc o ^ mz 

ft? t *« S *4 J: a ClMf ZtiX v . , 
^ 1 2 t^-T-'f 8f<7)^77 -f 4 5 — 5 5 r. 

OiaSSEIHCtJV^T. ^3S.^4{c^af¥<7) ; g-r7 
>f 5 5-6 5*C<J0aLKiEffl(:i3V^t . Hx^tUz 

t-tvaMmm\^znmzr-~ u ^-r-g> x 

JfcLtzTyj-?— fe-y h^fla^tciSlt^ixTV^ (f?ijx. 
Clostridium botulinum^i;") <. 
[0017] M^2«»W(C^*«fe*«>«ttli*tt 
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14. If^ill i,zUm^MMm^1o : &zi6\ >T^B-JIB 

S¥J: DiHt^x-g^^M v-- fc-y hSr**^ HT^-f 

LTffiv>-g> i^rC&S „ 
[00 18] idt\ **x-y h'T^ V-kti. 
r >y FPCR ( Nested-PCR ) j£C*5V^ffl^ £>tt-& i> CD 

r -y F75^ . -gi© p c Rtt 1 t mmx V > 

[0019] ItztfiX . g«*^2<0«*!ft<0ttaj^ 

* 1 Rtf * 2 tC5?^r9 A V— fe -y h k * 3 &VSI4 £ 
St/7^7-fe»; f^^Xf'y VTvA^-b LXW 
MIX tXf -y K P C R&Srff 5 i k fc «t 9 . IWBtfMB 

[0020] MSB 3 (cA^&M^ft^iiifflr 9 -f V 
— fe -y Hi. m*m 1 (cietg^PJ: 0 SHRSix&ISR 

[002 1] LfctfoT . IW3RTl3^^c7j^t±ifflr 
?-f v—fe-y Hi. =H»^o^tt«£W£8llB*t* 

[00 2 2] 

i e^M^mrf aae^ pcr(W5 — tf mm. 

p c R^JtMlRJEtefett* fi«lM ? /H^ttSri^- 

^fU-OVvcWS-ffclfSfc , 8Kii***k3;HSm£to 
<0 3 *>^KK k *>— -ofc-g-tf 1 «JH*-£trkJg-b*t4K 

v ^-ClMfilRflSSrff 3 Igk SrfiiU & •- k J: 0 . 
«73R£ft£ffcft*f#<k tT . £»<0*frTt|«ISe 
£ ft folk h Z b £ *Ttg b *t h i <0T"£> 6 . 

[ o o 2 3 ] *w%rt®.mwM y &yi>M±. 

ft £ Efe*t * SfcT- D N A . SCR4» fc — £<0K* £ ® 
it^tt LT v *>fg*»tfl^ft t & . ~ttcfo 
PC RStiSlgitS^K^, KS^t-e^jt&F- 
J: -t 4 iiilMft^fiS, IX k >ix{i' . ilM^ft^' 



4 V-SSrtlSfi-f & ^ fl^-Ti. ^Xf >y F P C R 
m^W^t^Zbtcb^zX-oX'fs o z\btfX'*h« & 

tz. *-%mxn. m^n^b^ixhm±mzmm^£^ 
mLm^timmmmb'thy^A t y h zm^ 

zmmKfcommx'ift & z t vx-z h ,. 
[0024] ttmcommco— nz. p c Rj^a»t 

A 9MHfr&T*>- M3kmzmfe-t& bbl> 

P c Rife0>»**M ^;Wfefrfc»i, «JSR«t*3lt& D 
^ , RXftf U ^ 5— fe'#ft* s ^>=fir h JUSRJC^xf - -y 

ro^E^sv^. CC04JT-. ^ttav'ttSRJt^) 

T--U v^tfDil*ftfH4±K:7*5-f 
aPi" i -5 TKS^iX^ . f¥L < li, jIST-- U > 
fflffil4T5-f V-DNAtfOBWftBK (Tm) ffl2r*2p(C 

^•«»C07° 3 A ^-XiKmmtt'i&JMWMft izWiMt & 
bbi>\,z, Z<nm.$lZi\tzT~- U ^?>&g.l,zmth T 

[0025] ^jl}tttS»«i> I!l5eL • i 

mmnMintmizim i &&&mm£to*& < mwth 

XoltZ LXM'm.-fi' Z b fritt Li\ ^mz^thU 

mizimizMmiz%^tfK Ai^zMvxTmm.^^ 
mc\^mmb%&w^*wfttz>zb*%wb-?z>tz 
mz, «%m. Ms &z/mm^t"cr)^.mm,mm^^ 
tmb vxm^&zb tmmxfo o , mizmmzt&nb 
Lxmm-t hzb mmx-fo h . 

[0026] watfflv^r? -Y -7-«lftt:ll IX 

cw&mfflfrzw&t&z.tifflffivh'). mm, a 

X«T^2 < 'C, GX{4C^4"Ck LT-^ltSr*^l>^ 
I, Trnm^-thy 7 A jSfK-n>C0J4«^k H t 

li, 15-30 fflHMEWlBfttlM-* it.* > 
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[00 27] **£tfflV^77^ V-li, Jg&fc Lft 

ffll Hff5g^)ig^|B?i| Sr^r 1" & D N A» L ft: 

fJL ?m ? n -7 b 7 * -=3: if tz X -> TfitSSi L X Wm. 

[0028] 4ft, sfcfrSSTIi, KPC RffiSr 

fflV^TmHRJESrtf o ZktfUtt U\ y H P C 

R&tiUJtPf P C Rj£fc iPf If ft. IS 1 IftHfcoitMf 
Srflffi fc I , ^WfttOCfflWif:r7'f V— b •? h i 0 F*I 

ft. -IfJ^-Xf Y P C Rffiar®lfl-^-l.^-tC(i. ^1 

itxmmRi&z'fTobX^. ftftwwi, answer 

U y^JaSti 4 5-5 5^ #?4 L < li4 8— 5 5 
ymXteS 5~6 5°C. #4 t<«5 5-6 2'C^)«EH 



5t t ft JffliR(BS:tf ^tmS.-J, BWC 

«u 7^4 v-^Mfffle^ia^^r--iJ y?uz< 

«*ww*aj*feR*WK l ft— njfe^sstxo't, vc . t 
[0030] *«oj*f*w¥at±s * 1 ^»Mfi4 tc^-nt 

frTT P C RjfcZtfJMISiSS: fr& 5 i <?:>•?•£> 4 . § h 

&x/2k2cr> (a) ~ (hh> ^m~fm^mmK&zn 

»&>?mcD7°74 -7- b tTfflv t K . S3 &tf 
«I4<9 ( a ) ~ ( h h ) SJBZSPIKOiJMIRiCfcfcIt* 

o^**Tteco* 5 7 t^-r . 

[0 03 1] 
[165] 













fit* 

(AN=EM*#) 


CAWa) 




Bacteria 


EnterotoxinCalt) 


437 


303 




CBWb) 




Bacteria 


16S rRNA 


363 


246 




(C)Ko) 


BacjNus cereus group 


Bacteria 


Haemotysin 


354 


202 




CDHd) 


Bacterofdes frag&s 


Bacteria 


fragi tys'm 
metatoproteaa* 


417 


2S2 




(EMe) 


Campylobacter Jejuni 


Bacteria 


Specific IBS rRNA 


210 


tdi 




(FXR 


Campylobacter 

faim/ftf* 


Bacteria 


Group 16S rRNA 


541 


276 




(GHg) 


Campylobacter spp. 


Bacteria 


Specific 16S rRNA 


353 


101 




(HWh) 


Gipstneburrt Botulinum 


Bacteria 


A toxin 


374 


163 


AN15.16+ANI29.130 


Clostridium botufinum 


Bacteria 


B neurotoxin 


302 


186 


AN1 7,1 8+AN1 31,132 


Clostridium botutinum 


Bacteria 


C1 neurotoxin 


354 


283 


AN19 P 20+AN133,134 


Clostridium botuUnum 


Bacteria 


C2 neurotoxin 


398 


232 


AN21^2+AN135.13B 


Clostridium botuUnum 


Bacteria 


D toxin 


385 


164 


AN23^4*AN137,138 


Clostridium botuUnum 


Bacteria 


E town 


340 


178 


AN25.26+AN139.140 


Cfoetridhjtn botutinum 


Bacteria 


F toxin 


420 


187 


AN27.2B+AN141.142 


Clostridium botutinum 


Bacteria 


BotuUnum toxin 

A/9 


336 


141 


AN29 r 30+AN 143,1 44 


Clostridium botutinum 


Bacteria 


Botulinum toxin C 


339 


141 


AN31^2+AN145,146 


ChstrkSum botutinum 


Bacteria 


Botulinum Toxin 
E/F 


500 


336 


AN33^4+AN147,148 


(two 


Clostridium butyricum 


Bacteria 


toxin :enterotoxin 


361 


230 




(JMj> 


Clostridium ttiffrcfla 


Bacteria 


18S rRNA 


317 


210 


AN37 f 38+AN151,152 


Clostridium difficile 


Bacteria 


toxin A 


3S1 


163 


AN39.40+AN153.154 


Clostridium difficile 


Bacteria 


toxin B 


340 


224 


AN41.42+AN155.156 
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Jfl* 


flRf 




m\ 








Clostridium perihhgens 


Bacteria 


16S rRNA 


360 


116 


AN43.44*AN1 57,158 




Clostridium perfrmgens 


Bacteria 


toxin :ent 


345 


232 


AN45,46+AN159,160 


OX!) 


Cryptosporidium 


Protozoa 


HSP70 


357 


229 




(MMm) 


Entamoeba histolytica 


Protozoa 


HSP protein:P30 
E*!* 


341 


251 




(NWn) 


Escherichia coti 


Bacteria 


P CVD432 


630 


250 


AN51,62+AN1 65,166 




Escherichia cod 


Bacteria 


EAST! 


175 


92 


AN53.54+AN167.16B 


(OWo) 


Escherichia coB (EMC) 


Bacteria 


virB 


328 


170 




(PWp) 


Escherichia cod 


Bacteria 


Shiga toxin 1 


376 


248 


AN57.5B+AN171.172 




Escherichia coif 
(EHEC) 


Bacteria 


Shiga toxin 2 


413 


307 


AN59.60+AN173.174 


(QMq) 


Escherichia co/i (ETEC) 


Bacteria 


toxin:LT toxin 


297 


198 


AN61.62+AN1 75,176 




Escherichia cod 
(ETEC) 


Bacteria 


ST1 toxin 


171 


106 


AN63.64+AN177.17B 




Escherichia cod 
(ETEC) 


Bacteria 


ST B toxin 


321 


245 


AN65,86+AN179,180 


(RMr) 


Escherichia cod 


Bacteria 


toximntimiireae 


366 


230 




(sKs) 


Giardia Iambi is group 


Protozoa 


18S rRNA 


439 


210 




oxt) 


Listeria 

monocytogenes 


Bacteria 


liateriolyain 0 
<hl Y A) 


390 


263 


AN71J2+AN1 85,186 




Listeria 

monocytogenes 


Bacteria 


listarioain 


336 


151 


AN73,74+AN187,188 


(UHu) 


Pfesiomanas 
shigelfoides 


Bacteria 


group 16S rRNA 


409 


171 




(VHv) 


Salmonella spp. 


Bacteria 


toxin: enterotoxin 
•nt 


347 


202 


AN77,78+AN191,192 




S aim one Us spp. 


Bacteria 


virulence:invA 


422 


237 


AN79.80+ANT93.194 


(WWw) 


Salmonella typhi 


Bacteria 


virulence :vipR 


409 


259 




(XMx) 


Shigella fiexneri 


Bacteria 


inv G factor 


379 


164 




(YMy) 


Staphylococcus aureus 


Bacteria 


toxircSEA 


430 


212 


AN85,66+ANm,200 




Staphylococcus aureus 


Bacteria 


toxin :SEB 


36B 


228 


AN87.68+AN201.202 




Staphylococcus aureus 


Bacteria 


toxin SEC 


391 


251 


AN89.90+AN203.204 




Staphylococcus aureus 


Bacteria 


toxin rfSED 


341 


249 


AN91.92+AN205.206 




Staphylococcus aureus 


Bacteria 


toxin :SEE 


439 


192 


AN93.94+AN207,2O8 



[0033] 



[*7] 





^hte* I 








it* 


CzWz) 


Tropheryma whipped* 
(Whioote Disease) 


Bacteria 


16S rRNA 


360 


156 


AN95.86+AN209,210 


Tropheryma whippeHi 
tWhioote Disease) 


Bacteria 


16S rRNA 


325 


299 


AN97,98+AN211,212 


<AAW«) 


Vibrio choleras 


Bacteria 


toxin :CTA 


494 


223 




<BBWbb) 


Vibrio 

cholerae/mimicus . 


Bacteria 


Group 1 6S rRNA 


330 


226 




(COWce) 


Vibrio ftuviads 


Bacteria 


16S rRNA 


431 


342 




(DDWdd) 


Vibrio 

parahemolyticus 


Bacteria 


Specific 16S rRNA 


425 


278 






Vibrio 

parahemolyticus &oup 


Bacteria 


haemolyain(Tdh) 


368 


245 




CFFXff) 


Vibrio spp* 


Bacteria 


Group 16S rRNA 


450 


234 






Yersinia anterocodtica 


Bacteria 


Group 16S rRNA 


376 


290 




(HHHhh) 


Yersinia enterocodtica 
ff™P 


Bacteria 


Group 16S rRNA 


316 


234 





[0034] #7°^ V— te >y hfMMli. x ) *'V"'-A 
RNA (rRNA) s 1^3 77^^71 (HSP) 

(toxin) ^K'k^-V'thMBrf-i^tl^ 

[0035] &^t\ m i Vjmm.4 c^-rr^ t 



a. jarF«»wc*iflCiLh. 77^-t 7 ma)~ 



-(h h)Srffl^*>*Tfflv^J 



rtrfc 



■fe-y h(a)- 

[0 0 3 6] 75^7- b-y MA)fcL inW- b 
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Kn7-f7 (Aeromonas hydrophila) <7jffflW£'$?ttitt* 
b L . ~7°"7 A *?— b v V ( B ) f4 . ID : E+.X ( Aerouona 
s) J«£mtiS*ff^-f ft, xo^-7~xR<7>i|BM(4. 

0 , inttx ■ t Fa:? -f ^.Rt/xcr^x - y 7'D 

T (A. sobriaHi, ^+#^116381 i: =5: ^T^S. 

tc. BfOjlJSSJMffifc IT. I5cJflLffi> #J«J83ft, >l>F*J)Hfc 

[00 37] fey MO(4. K-y^x • -fel/ 

*>X (Bacillus cereus group) ffi&tfittiMMlt'? ft, 

[0038] 75^ V— fe h ( D ) (4. /^fn-f -r 
X • 77y*'J^ (Bacteroides fragilis) Sr^tB^f^i; 

[00391 7'7'f fe v 1- ( E ) (4 . # >' trn.>N? 
^— ■ ( Campy lobacterjejuni ) COMM^rW. 

ItitfmbL. 77-fV-t'vh (F) (4, 
^— • y'xy'a- /3'J (Campylobacter jejuni/col 
i ) <a*ffii*«iaj*t*i: L 7*94 V— t -y r- ( G ) 
(4. *ytn^y>- (Campylobacter) H<9ifflW£tfc 

*¥5ffi^Di>iII«h3:ft, >Ift^{4. SSfe&WBtfttK^S 

SI, Bc^r4f**RMLTV^fcift>. ^ft^JSSfeSfc&ft 

[004 0] 77>fV-fe7 h (H) {4. ?OXN'Jy 
• ^yj-f-A (Clostridium botulinum, #' s y"J5 
) Offl«2r^ttS*t* t ~t ft & C0T*> & . i$*J V * X 
ffl{4. JBWlttTillJit, *HS»fcJ:4*'W»*3l*iB£ 
■T ( #V U * * ) . J^y >J * XttSi*flRf& A> o^JR 

£> <9 , ^ISi^« £ #B b -T ft t «t'i> ft . 
[004 1 3 r9>f7-fe* r- ( I ) {4, ^nXF'Jy 
*7.A • -7'^)f]l± (Clostridium butyricum) C0$ffltt2: 
tftffltt&fc-fft fcOTfc 0 . 77^7-fe -y h ( J ) 
{4. 7 ax h <J z/^J* •fO-fy'l' ( Clostridium di 

fficiie) nmmteim*tmb-r&t>0)T*>t, 

f\ —TV. ^nx h 'Ji^A ■ r-r 7 -r S/H±, U 
-7A i/y*?9 l> i/y%b<rMMmik$-mztg. 

&±mmmmcomtiz]: &i> <?)-<:• mmmm. t 

[004 2] 77^7-^7 h (K) {4. ?axh'jy 



^A • /"?— 7 >J yv x >"X (Clostridium perfringen 
s, -7i/l > ABi) Oi!fffi£&ai^fc^fti<7>'C& 

xmsmmiztgm l , ±^mm^m±-t ft %> wx*$> 

h . ; iitc 4 0 . ^X*®^*S«0JSHffi i: =5c h , 
[ 0 0 4 3 ] 7^ -f fe -y h ( L) £4. ^ 'J 7° hX?K 
U^^A • M/|y7*A (Cryptosporidium parvum) <7)|^4i 

b ixTffiZftfflL b-th7vy°hxtfv isv^mzmz. 
-rmm&t ix$at>nx^& . 7"5^ v— t -y b < m > 

(4 N xyb?^-A- hXMJ-r-<77 (Entamoeba hist 

oiytica, #«jr^-^') ^w^m^^ianmb^-^ 

(4. JflLfmtctef^L. ffF. B$, JKtBflfSrffSit*** 

ft. 

[ 0 0 4 4 ] 7°7 A y h ( N ) {4. 

( Xyi U t T ■ 3 V ( Escherichia col i (Eag 
gEC) ) ) <T)im*%l\titt%tt~fh h<?)X*h 0 . 7*7 V 

—b y i- ( o) (4. m^mmmAVtizmm (x^x «j t 

T • a 'J (Escherichia coli(EIEC) ) ) iOlfflffiSr^tii^ 
Mkfrti fc P)X'$> 0 . 7 c 9-< v— fe <y h ( P ) (4. BStf 
aiifllttTcfliM (Xvj: iJtTOiJ (Escherichia col i 
(EHEC) ) ) cDSBffiSr^itJM^iit-ft^^TabO. 7°v-^ 

7-^7 1- (Q) t4. mmwM±mm (x> - x u tr • 

3 'J (Escherichia coli(ETEO) <7)|:M^^Jll*t*fc^" 
fttOT-$)"). 7"7^f7-t7h (R) {4. J^mW (Es 
cherichia coli ) <rmWM=?<7) — ?T'2b h 4 V^f 4 5> 
(intimin (tf*H^) ) (eaeA) Sr^tB^f 

ax-* o . tc-^- 1 ^ ft . S 6 tc . B L < ISBJ! 

t4. iiiifl, m*. ms*. mm. ^±<om&&M.L, m 
^\HMt±mmit. jws. mm. »p±. »sm. 

tt^ffi^cSrMi" ft i t #*&ft , 

[0045] 7°5-f -7— b -y h ( S ) J4. ^TlV? 4 T 
■ ^y7"UT (Giardia lamblia group. y>y>VW% 

T#3. ffiS^rffltt^^^-r. 7*5 

V— b-y 1- (T) (4. UXfUT • ?7t-f 1-y^X 
( Li steri a monocytogenes ) O/fflMSr tfctii i: ft t 
<7>T*0. «AT-{4Bfa.fijS^*@ < r-r. J£«(4. MM 
ife. EUaffi. 't^BBSE. B%.%mrfZ>z\bjfih<0 . icfe 

^^S^imS, 7°7-<-7— fe<y f- (U) (4. 7°^ 
i^^t^T^X - y^'n^f t*X (Plesiomonas shigelloide 

s) comm$:ikitittS!.b-?& h^xfoK) . m*.wzft&. 

«<SHi:&ft< 

[0046] 7*5^ b-y h (V) (4. t^l^I 



BNSDOCID: <JP 20031 64262A_ L> 



(tL 4 ) ) 0 3-1 6 4282 (P2003 -chGCS 2 



(Salmonella sw>. ) <7)fflm*®.&n%i.t-$- & i><T)X'fo 
*) . >•/ h (W) (4. -^/l^E*? ■ 9A7 4 

(Salmonella typhi, f7XD fO^fcttaMftt-f 

7^1t:J;^tflItSf7Xl <$H-7X • 

x) «„ utaus* jta.ru sjbl m^t'crym. 

<£«?))KH»k & •§> , 7"5 4 b y r- ( X ) 14, ^ 
7- 7l/?X^U (Shigella flexneri, 7l/7X-t— 

[0047] 7*7 -f V— fe >y h ( Y ) (4, -f na 

>y#X • T^L-^T. (Staphylococcus aureus, Stfe7" 

H^«a»4^*ffi«i:LT. flawtuaEs 7*F 

^Sr-f, 7*?^'7- b-yh (Z)14. fn7x'J-7 
■ <7 -C ■y yv sU (Tropheryma whippelii (Whipple's Disea 
se ) ) co#M£#ifflMi^i: £> ^T'fc 0 , ho7i'J 
•7 • *7 4 -y-^Uti. JPM#ftf>— ST - Whipple diseas 
eCDKHHik . 
[ 0 0 4 8 ] 7°7 A b -y r- ( A A ) »4. bVJ :* • 
(Vibrio cholerae, OfflbMZtkliitt 
mt-t&i><DX*hK>, 7*9 >fv— fe'yh (BB)ti b* 
7>J:* • 31^9/5 (Vibrio cholerae/mimicu 

s ) f5«W£1*ttW-* t 0 . b >y I- 

(CC ) 14. ■ 7A-t'TDX (Vibrio fluvial 

is)0*fflBB£&aj*^i:-t-?> *>*rC& 0 - T7-f7-t 
•y 1- (DD) (4. tVJ^^^t'Jf^X (Vibr 
io parahemolyticus, flSjfcb' 7" (J * ) COifflMSrtfcii:** 
*fcf &*>(?)'C*> 1 5. 7°54 V— -b-y h (EE)ll, b 
7"U^" • '^^t 'Jf -f f}7-M (Vibrio parahaemolyti 
cus group) <DMffi*ffi&ttMlt-t&i>COTfo l 9, 7°7 
A v— fe-y h (FF)li b*7'J:*Jg (Vibrio spp. ) 
C0SM£1fcffi#*k^6ic0T#>.S>. 3l^BSI4. *L 

S.^'b"7"'J^ ■ 7it'7 | jxii, m^fflik'P izftte 
U fikirt&£-frLX-ktt*&i&Z°tJgBMb%&. £^ 

ffiSfeS *ufctofrJK£iKnSgR-r § r k iz 1 0 ?S*S L , T 

mitt. m&£<r)'mtin\*i&^« 

[ 0 0 4 9 ] ?7 A -7-b -y r- ( GG ) J4. x/l ^-T 
• xyfD3 Ut 1 4 % (Yersinia enterocolitica) CO 

mm^manmt -th tot-* o . 75 -r v— t >y 1- 

(HH) (4. x/l^r.7- xyfn3'Jf-( (Yers 

inia enterocolitica group) (TMM'^W^M^'th 



BSife, IHfK'J WKIIS, H80 

[0050] >-C. JJEWt/?^ V— fe -y 1- £fflV> 

tmi-th. *mtmmx'te. Hicsti^fc, dna 

WifttB. P C Rffi ( -y F PGR) JC <t l>ii^R 

[0 0 5 1 ] PCR^MItjfei^, SfifWat-^ 
4fL* (hSobti^.) IffFDNA 

7«-*ft?SI* (7nfT- b) ^Jl-^tt^^k'Cio 
■C-ftTWfc:«B]BSr«fi«l U * * v ^iib'-X^^W^^a 

DNASrttffi-f 

[0052] ^V^T. *Xf -y K P C Rffilc X h 

-7— b -y b (A)— (hh) ^■iix^ixizm^^xmm^.m^ 

fio„ i¥L<{4. El 1 Kijrt i 5 t:» KJEMRl a. R 
lb, Rlc-tl±, (A), (B), (C)-CD7°7A-? 

Zno, ZZX-i&m-y-AfJl^ktirTH^ Z<r>T~- ] ) 
vrWB&4 5 — 5 5'C, »4 L < (44 8- 5 5*C<D«e 

[0053] &W|g2»Cl4. ^ 1 6WO«-ReS«B 
la, Rib, R 1 c -£-aSHURU -il*M«k L 

7° 5 A V— ) co-fc *y h ( a ) — ( h h > & ^ft-FixKffl If » 
S„ f¥L<!4. RmmR2a, R2b, R2c-t(4. 

(a), (b), (c)--cr>7"7A^—^-y hmWi^ilX 
H 0 . iil^OSfiSmSrftil^S-y-^ 7/^ftT 2T 

ffimVA ?)V%&rT 2 (4. ^<T>T=- — U > '^fl^** 5 5 
— 6 5G, if* L < (4 5 5 — 6 2*C^4gHl*lTlS5E$^x 

[0054] Z<7)£ o t, WBMOr^-f V-b y h 
^SiiiCiO. V— fey 1-C)^>tltl 

ttw* l ^ffi^ffik . * fc . iBS-9"-f 7 /l^feftT 

1 , T2A^ #7° 9 4 V-b -y h HT^aUk S tlT V »|» 

[0055] ^fiS; L ^igHSft^tii(4. 
(4; \A 7" U r-f b'- v a yiiC l^ffo. *JR8e«lifeT 
(4, xfy-)A7'D-7>( H^rk'tci »9«M»a^y/W*lfe 
fet. *5^S*J7tc*-r»(*S:«roilifiS!ftS:«aj-r 
S^kti 0. SWk-tl>iHSW»(B$ixT^I»^Sr 
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& i k lz£iX%k$Si~& k 6 . 
[00 56] I2LLOJ: ^SS^l^fttt^coEiilJ 

B#(.CititaS^«» 3 k I), 4fc. **-r ? H P C R 
fcjfiffl-*-* ikt-i-jT, # A-iSbxm&McMititf^ffc 
X°$>*). *5.t*l 0-1 0 0 cell / rn 1 k V ^ fi*S» 

ta^ft^ite? suns-*-* - t * . ;r*u»tc^ 

[00 57] imWmm\^^^Mi. buj*L 
[0 0 58] t;ot. ±34tfc^Mff^.t1i. iCiSK 

, siato p c Rstc i 4-ai^*^iiiRKt 

«3 § * IX V ^ k *Wr Sfdxlf s x^t*^^ 2 SW£ «B& 

&Hffl^iMi|§M%cO£S:*£K«fE^ h ZkizX^X. 

[00 5 9] tfz. <A)MHH)«tf(a)-*- (hh)cDV^ 

m<50 ( — SHI £>*tf> ) P C Rffifcfr 3 <fc 3 fc L T t> i 

Srffl v> 4 Mc J: o T . iMHM ? / Wftfr^SESe-*" 

*4 5 — 5 5*C<7)iEHl*rC\ 13b&tf>*£-«:5 5~6 5"C 

[0060] A*:, (AHHH) (Xti(a)-(hh)) 
c0 5 7 a^^TcO-r^^ v— fe -y h *W%\,Z&mt 
BJ±3:V> 0 -tcof|5Jg, £Sk$*x&T^Mv--fc-y b£r 
roi#MiRLTffiffl-rn«'i:< . *SV4±ft!l«»c7)fia^ 

[006 1] *Htfe^«c7)St^c0^aj*1S2rtr3 '3 *. 



k k 1 1 p c Ru&zsm^nm ( Taq^ y 5 - 

■fe') ^dNTP&k'££tfiKfR?S (PCRRfcM) £^ 
wSNBCAii. PCRggl=-fe-y h-T?»fi{tT'iv\ P 

[ 0 0 6 2 ] 48, *lfeBBOlltt*o««B*i£»i. ±& 

t ^^Jte^^t-tsiE $ ix 4 1 co-ci44 < , msmzmm 

S ixfcSEH tr3&fl)i k v 0 v ^x ^Wfi^lXh 

( si mmmtmm® ) * ^ tcjc t xm^zmm-tn 
iixvk ttb-h. *wnizm^<umm±. 
-coi&m&n^u^cmm. m^m^ tizmmitc 
<, fohfy&i>0)*i$mkLxmm*iffixfo&« tut 

^CO J; d 4±i^-ii, P C R<0lSM5tc3tSL^ - litP* 1 ^^. 
K^c^&Wffi-ri. k k t t?FKIftSrl**-f4 1u«l2r7v 

±t;ffe-r^ tx\ ^m^mxhhm^mmm&i:%i 
m~th^ti?x'%h> 

[0 06 3] ±fc, faRtf, *7W-bPCR*'J 
7/^-^APCR, ?^?D71/-hPCR. ^firt? 
U-PCR4k\ HiawPCRtf^ft- EJJ^ffiSr, IS 
SicOS mzpS l TjlSf ijffl LT t «t V ^ ;ix(c J: -5 T . 
*ffeHBc7)lEffl«Effl^ * * %ftmzm?& Z k § 4 . 

[0064] 

■f 4 con^T*-r^-ffii-is^$ix4 ^ 

OTIi^vn *^SftfiJt1i, miJbmm4lz^-?T7J 
t-y hOttlgSr^fS-rS^c^SCiiSr^-D^,, ffilS 

vvt. mam±mkLxi±, Tmvmsms^ 

tg« L , MStJiM»3coaf*^M*«7ki:-C L T . 
FifJgco^ScoMM^IIsIM htz . 

[0065] 

[^8] 
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No. 










Aeromonas hydrophila 


GTC140(GIFU3173) 




<1>-2 


Aeromonas spp. 


GTC140(GIFU3173(A. 
hvdroDhfla}/GIFU11325{A. sobria)) 


Bacteria 


<2>-1 


Bacillus cereus group 


GIFU12028 


I -mis™ 


(3) 


Bacteroides fragilis 


GTC1774CGAI96447) 




(4>-1 


Campylobacter jejuni 


GTC259(GtFU8734) 




(4)-2 


Campylobacter coli 


GTC1672CG1FU8733) 




(4>-3 


Campylobacter spp. 


GTC259(GIFU8734(C. jejuni))/ 
GTC1672(GIFU8733(C. colt))/ 
GTC526(G1FU8735(C. fetus)) 


Bacteria 


(5)-1 


Clostridium botuiinum 


GTC1788(KZ532) 




(5>-2 


Clostridium botu/inum 


GTC17S9(KZ533) 




(5)-3 


Clostridium botufinum 


GTC179CKKZ536) 




(5M 


Clostridium botuitnum 


GTC179KKZ537) 




<5H> 


Clostridium botuitnum 


GTC1792(KZ582) 




(5)-6 


Clostridium botufinum 


GTC1793(K2582? 




(6) 


Clostridium butyricum 


GTC1351 




(7) 


Clostridium difficile 


GTC180CGIFU7626) 




(8) 


Clostridium perfringens 


GTC166(GIFU5256) 




(9) 


Cryptosporidium paryum 


emvironment 




(10) 


Entamoeba histolytica 


emvironment 




(11 M 


Escherichia coli (EaqgEC) 


GTC840 




(1D-2 


Escherichia coli (EaggEC) 


GTC837 




<11?-3 


Escherichia coli (EJEC) 


GTC105B 




(11M 


Escherichia coli (EHEC) 


GTC1061 


[IE33IHI 


C11>-5 


Escherichia coli (ETEC) 


GTC1066 




(1D-6 


Escherichia coli (ETEC) 


GTC1065 


EH5BSSI 


<;i2) 


Q/ardia lamblia group 


emvironment 




(13) 


Listeria monocytogenes 


GTC149(G1FU3188) 


QH3B23I 


(14) 


Plesiomonas shieelioides 


GTC410(GIFU11339) 


ebsszi 


(15) 


Salmonella spp. 


GTC105(S. typhi)/ 
GTC1 33(S.typhimrium)/ 
GTC131(S.enteritidis) 


Bacteria 



■&GTC:Depertment of Microbiology, Gifu University School of Medicine 
KZ department of Bacteriology, School of Medicine, Kanazawa University 
GAI institute of Anaerobic Bacteriology. Gifu University School of Medicine 



[00 66] [*93 



mm 




No. 








(16) 


Salmonella typhi 


GTC105(G!FU2922) 


l=H4HiP-l 


(17) 


Shigella ffexneri 


GTG282(GIFtl8908) 




(18M 


Staphylococcus aureus 


GTC1770 




(18J-2 


Staphylococcus aureus 


GTC1771 


l=FRTTCTml 


<18>-3 


Staphylococcus aureus 


GTC1772 




(18M 


Staphylococcus aureus 


GTC1773 




<18>-5 


Staphylococcus aureus 


GTC1782 




(19) 


Tropheryma wbippelfi 
(Whipple Disease) 


emvironment 


Bacteria 


<20>-1 


Vibrio cholerae 


GTC37 




<20>-2 


Vibrio cholorao/mimicus 


GTC37(V. cholerae)/ 
GTC334(V. mimlcus) 


Bacteria 


(20)-3 


Vibrio ffuvialis 


GIFU9917 




(20)-4 


Vibrio paraha em ofyticus 


GTC41 




(20>5 


Yersinia enterocoHtica 


GTC127(GIFU3138) 





sKGTCiDopartment of Microbiology. Gifu University School of Medicine 
KZ department of Bacteriology. School of Medicine. Kanazawa University 
GAI Institute of Anaerobic Bacteriology. GHii University School of Medicine 



[00 67] zmvm&mi. m 1 t^-r ± -3cdn 

[0068] D N AOttiiili . MXM^mm 500 
lfc, JtK+<^NSI[tt»^ft<0ftffli:LT, E. Coli 
DH5« iOMffiSriKiRK 1 0 s cel 1/m ltcsfir* «k 0 lZ 
mUL. 1 2000xg(;tl 0#IS3S't.fl«Lfc. * 



l&SsillU FastPrep mixer ( yi-^^m^Mt) 
ir vc ^ S peed=5. 5,time=30<7)J^^frtZTJr*IIWt;lfflBa 

[0069] lt, twzx9 ?-w&mmm 

iT7tt'<y+?— €) Sr»iB«5 0 Oju g/m 1 {C 

ft, S^HSDS (Sodium dodecyl sulfate) 

2%. £&ft4MffBX (proteinaseK) £»»j£5 0/x 
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g/m 1 fc** «fc 0 Want. 5 2 04HBM > 

[0070] ^Lt, 10 0 -CT- 3 iMaMR I . 7|C±T" 

i $mt&Mk. tut*- ^ u a zmmm 2. 5 m t** 

i 5 effifla U J: < JBS t fcc7)*> . MiSCT 2 0 tfffltt 
MLfz, § 1 2 0 0 0 x g ICT 1 O-Jrfilit'lMHi 

1 , ±msrr^*f*. t'-xtc i o o jtz i zmu ■ 

mn L fz fc <r>^&iM<r> p c ROttft k t Tffl vvfc . 

[0071] PC Rffifc i h JWBE&Sli . P C R * -/ b 
i: LTHotStarTaq DNA polymerase (ffiitM^Tf 

RJE«*i , 10^1 <7)ISf4^ . 4 ju 1 to l 0 x P C R 

( p H 8 . 7 ) k , r^-f fe >y r- 
0. 4^M) , dNTP (p]0. 2 5mM) s Taqjtf'J 
^7— t' (P10 . 0 12 5 unit//* 1 ) » St/MgC 1 

2 ( ffl 1 . 5 rn M ) k SrjD i-. ^BE*** 20// 
1 .!; 5: $ i ^) ClIgi'K« L TPS L 

SI 2 SH^IBR J&7>» « *4 . & 1 a»<^*"HRfi5C i 

i j« i suRLTKrak l , mi tmnmmBL 

[0072] PC RgSk L T , GeneAmp PGR System 9 
700 (PERK IN ELMER Corporation) £fflwt\ iXtC^^" 
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SEQUENCE LISTING 

<;110>; RAKAN Co., Ltd. 

Gifu University 
<;120>; Method for detecting microorganisms. 
<;130>; P0110S 
<;140>; 
<;141>; 
<;160>; 228 

<;170>; Patentln Ver. 2.1 
<;210>; 1 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Aeromonas hydrophila 
<;400>; 1 

gcgtctgaca gcgaagtg 
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<;210>; 2 
<;211>: 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Aeromonas hydrophila 
<;400>; 2 

tgactgtgtc catcgtgc 
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<:210>; 3 
<;211>; 18 
<:212>; DNA 

<:213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Aeromonas spp. 
<;400>; 3 

gggaaagtag cttgctac 18 



<;210>; 4 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Aeromonas spp. 
<;400>; 4 

ctttcctcct cgctgaaa 18 



<;210>; 5 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Bacillus cereus group 
<;400>; 5 

caaaatctat gaatgcct 18 



<;210>: 6 
<;211>; 22 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Bacillus cereus group 
<;400>; 6 

ctcttaattt agttaattct tc 22 



<;210>; 7 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Bacteroides fragilis 
<;400>; 7 

cgaagacggt gtatgtgatt 20 
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<;210>; 8 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Bacteroides tragi lis 
<;400>; S 

cgcccagtat atgacctagt 

<;210>; 9 
<;211>; 20 
<:212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Campylobacter jejuni 
<:400>; 9 

gatgtacact agttgttggg 

<;210>; 10 
<;211>; 18 
<:212>; DNA 

<:213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Campylobacter jejuni 
<;400>; 10 
aagctagcac cctcatat 

<;210>; 11 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Art.ificial Sequence: Synthesized 

Primer Sequence for Campylobacter jejuni/coli 
<;400>; 11 
acgatgaagc ttctagct 

<;210>; 12 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>: 

<;223>: Description of Artificial Sequence: Synthesized 

Primer Sequence for Campylobacter jejuni/coli 
<;400>: 12 
agtttaatgg ttaagcca 
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<;210>; 13 
<;211>; 20 
<;212>: DNA 

<:213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Campylobacter spp. 
<;400>; 13 

gtatagttaa tctgccctac 

<;210>; 14 
<;211>; 19 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Campylobacter spp. 
<;400>; 14 

tattccttag gtaccgtca 

<;210>; 15 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 15 

agttagagct agaaaaactg 

<;210>; 16 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>: 16 

acttgaaatt aaagaattca 

<;210>; 17 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 17 

ctgtaaggct aatacagatt 
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<;210>; 18 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 18 

aatactaagt tagggttttt 

<;210>; 19 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 19 

ttcagatcct gttgataata 

<;210>; 20 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 20 

tcaaaagtat taattggagt 

<;210>; 21 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 21 

ggtattattt tgaaaatgat 

<;210>; 22 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 22 

ggttttaaca atacttctga 
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<;210>; 23 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 23 

tctttaattt ctacagcaat 

<;210>; 24 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 24 

ttattaagca tttagttagc 

<;210>; 25 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 25 

ttataatgat cctgttaatg 

<;210>; 26 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 26 

atctggagta ttatcattcc 

<;210>; 27 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 27 

ctgtacttca acaaactgta 
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<;210>; 28 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<:400>; 28 

gtgtagttga aaaccagttt 20 

<;210>; 29 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 29 

gctagaaaaa ctgatacggt 20 

<;210>; 30 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 30 

ttttttatta gattttggtg 20 

<;210>; 31 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 31 

cgggctagaa aaactaatac 20 

<;210>; 32 
<;211>; 22 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 32 

tatatccata aggaaatgga at 22 
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<;210>; 33 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
Primer Sequence for Clostridium botulinum 

<;400>; 33 

cttttatgga acaatgtatt 

<;210>; 34 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 34 

ataaatttcc caacc acaat 

<;210>; 35 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium butyricum 
<;400>; 35 

gttgtcaaga attttataaa 

<;210>; 36 
<;211>; 20 
<;212>: DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium butyricum 
<;400>; 36 

aatagtatgt cttggctacc 

<;210>; 37 
<;211>; 18 
<;212>: DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium difficile 
<;400>; 37 
gtctttcaag tcaggagt 
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<:210>; 38 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<:223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium difficile 
<;400>; 38 

actcttgcga gcgtactt 18 

<;210>; 39 
<;211>; 20 
<:212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium difficile 
<;400>; 39 

agaagagtta ataaaactcg 20 

<;210>; 40 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>: 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium difficile 
<;400>; 40 

tcactatcat accacagttt 20 

<;210>; 41 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium difficile 
<;400>; 41 

gtcagagaat actgtagtcg 20 

<;210>; 42 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium difficile 
<;400>: 42 

ttgctgattc tactacagtt 20 
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<;210>; 43 
<;211>; 18 
<;212>; DNA 

<:213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium perfringens 
<;400>; 43 

taacacgtgg gtaacctg 18 



<;210>; 44 
<;211>; 18 
<;212>; DNA 

<:213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium perfringens 
<;400>; 44 

tccttgggta ccgtcatt 18 

<;210>; 45 
<;211>: 20 
<;212>; DNA 

<:213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium perfringens 
<;400>; 45 

tttaagtgat ggattatatg 20 



<;210>; 46 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>: Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium perfringens 
<;400>; 46 

tcagagatat taccatgaga 20 



<;210>; 47 
<;211>; 20 
<:212>; DNA 

<;213>: Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Cryptosporidium parvum 
<;400>; 47 

ctgctgtaca agctgctatc 20 
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<:210>; 


48 


<;211>; 


20 


<;212>; 


DNA 


<;213>; 


Artificial Sequence 


<:220>; 




<;223>; 


Description of Artificial 



Primer Sequence for Cryptosporidium parvum 
<;400>; 48 

caacagcaga cacattcaag 20 

<:210>; 49 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Entamoeba histolytica 
<:400>; 49 

tcaagagaaa gaatgttgta 20 

<;210>; 50 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Entamoeba histolytica 
<;400>; 50 

cctactcctc ctttactttt 20 



<;210>; 51 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EaggEC) 
<;400>; 51 

ctggcgaaag actgtatcat 20 

<;210>; 52 
<:211>; 22 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EaggEC) 
<;400>; 52 

caatgtatag aaatccgctg tt 22 
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<;210>; 53 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EaggEC) 
<;400>; 53 

gaacgatatc ctcatcgcct 20 



<;210>; 54 
<;211>; 26 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Pr i mer Seq uence for Esc her i chi a c o 1 i ( EaggEC) 
<;400>; 54 

atcgctttca ggtcgcgagt gacggc 26 



<;210>; 55 
<;211>; 20 
<;212>; DNA 

<:213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EIEC) 
<;400>; 55 

tatatctact cttgatgcca 20 



<;210>; 56 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Art if icial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EIEC) 
<;400>; 56 

ttttatttct tcctttaata 20 



<;210>; 57 
<;211>; IS 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Pr i mer Sequence for Escherichia coli(EHEC) 
<;400>; 57 

tgtcagaggg atagatcc 18 



BNSDOCID: <JP 20031 64282A_I_> 



(6 4) ) 03-1 6 4282 (P20 0 3-%878 2 



<;210>; 58 
<;211>; IS 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EHEC) 
<;400>; 58 
aaatcccctc tgtatttg 

<;210>; 59 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EHEC) 
<;400>; 59 

tggagttcag tggtaataca 

<;210>; 60 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EHEC) 
<;400>; 60 

tgtattactt tcccataatg 

<;210>; 61 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>: Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(ETEC) 
<;400>; 61 

cagatatatg gatggtatcg 

<;210>; 62 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia col i (ETEC) 
<;400>; 62 

ctgcctctta acttttgatt 
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<;210>; 63 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(ETEC) 
<;400>; G3 

tctgtattgt ctttttcacc 

<;210>; 64 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(ETEC) 
<;400>; 64 

agcaggatta caacacaatt 

<;210>; 65 
<;211>; IS 
<;212>; DNA 

<:213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(ETEC) 
<;400>; 65 
ccggaggtaa tatgaaga 

<;210>; 66 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia col i (ETEC) 
<;400>; 66 

atttattcaa caaagcaaca 

<;210>; 67 
<;211>: 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia col i 
<;400>; 67 

aacattgatt atgcttagtg 
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<;210>; 68 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli 
<:400>; 68 

tagtcagttt attcgtgtga 20 

<;210>; 69 
<;211>; 17 
<:212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Giardia Iambi i a group 
<;400>; 69 

gacgctctcc ccaagga 17 

<;210>; 70 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Giardia Iambi ia group 
<;400>: 70 

gaattaccgc ggctgctg 18 

<;210>; 71 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Listeria monocytogenes 
<;400>; 71 

atcgataagt atatacaagg 20 

<;210>; 72 
< ; 21 1> ; 20 
<;212>: DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Listeria monocytogenes 
<;400>; 72 

attccatctt tccactaatg 20 
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<;210>; 73 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Listeria monocytogenes 
<;400>; 73 

taccaatagc acaacaaa IS 

<;210>; 74 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<:223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Listeria monocytogenes 
<;400>; 74 

ctggatatgt taggctcg 18 

<;210>; 75 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Plesiomonas shigelloides 
<:400>; 75 

taacacagag gagcttgc 18 

<;210>; 76 
<;211>; 19 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Plesiomonas shigelloides 
<;400>; 76 

atgccactag gtattaact 19 



<;210> 
<;211> 
<;212> 
<;213> 
<:220> 
<;223> 



77 
20 
DNA 

Artificial Sequence 



Description of Artificial Sequence: Synthesized 
Primer Sequence for Salmonella spp. 
<;400>; 77 
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gccatgctgt tcgatgatat 

<;210>; 78 
<;211>: 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Salmonella spp. 
<;400>; 78 

ttactcactc cctgaatctg 

<;210>; 79 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Salmonella spp. 
<;400>; 79 

ttctacattg acagaatcct 

<;210>; 80 
<:211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Salmonella spp. 
<;400>; 80 

tcacctttga taaacttcat 

<;210>; 81 
<;211>; 20 

<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Salmonella typhi 
<;400>; 81 

attaggttat ttcagcataa 

<;210>; 82 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
Primer Sequence for Salmonella typhi 
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<;400>; 82 

tttactatat ccttacggtt 20 

<;210>; S3 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Shigella flexneri 
<;400>; 83 

taaatggaga aattatttca 20 

<;210>; 84 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Shigella flexneri 
<;400>: 84 

atggtcatat tgctaccatt 20 

<;210>; 85 
<;211>; 20 
<;212>; DNA 

<:213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<;400>; 85 

gcaatcttaa acaaatctat 20 

<;210>; 86 
<;211>; 20 
<;212>; DNA 

<;213>: Artificial Sequence 
<;220>; 

<;223>: Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<;400>; 86 

tatttttcct gtaaataacg 20 

<;210>: 87 
<;211>: 20 
<;212>; DNA 

<;213>: Artificial Sequence 
<;220>; 

<;223>; Description of .Artificial Sequence: Synthesized 
Primer Sequence for Staphylococcus aureus 
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<;400>; 87 

gaaaatatga aagttttgta 20 

<;210>; 88 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<:223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<;400>; SS 

aataaatttt taccatcttc 20 

<;210>; 89 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<;400>: 89 

gatgatcatt atgtatcagc 20 



<;210>; 90 
<;211>; 20 
<;212>: DNA 

<;213>; Artificial Sequence 
<;220>; 

<:223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<;400>; 90 

gttcttgagc tgttacactt 20 

<;210>; 91 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<;400>; 91 

atttaacatt cttattgcat 20 

<;210>; 92 

<;211>: 20 

<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>: Description of Artificial Sequence: Synthesized 
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Primer Sequence for Staphyl ococcus aureus 
<;400>; 92 

atcttatagg gtaaacatct 20 



<;210>; 93 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<:223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<;400>; 93 

atcttaggca aatttattat 20 



<;210>; 94 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<;400>; 94 

ttatataaae caaattttcc 20 



<;210>; 95 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Tropheryma whippelii 

(Whipple Disease) 
<;400>; 95 

ttgctccctg tgattagt 18 

<;210>; 9G 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Tropheryma whippelii 

(Whipple Disease) 
<;400>; 9G 

gccaaaagag gtttacaa 18 



<;210>; 97 

<;211>; 18 

<;212>; DNA 

<;213>; Artificial Sequence 
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<;220>; 

<;223>; Description of ."Artificial Sequence: Synthesized 

Primer Sequence for Tropheryma whippelii 

(Whipple Disease) 
<;400>; 97 

ccctaacttt gggataac 18 

<;210>; 98 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Tropheryma whippelii 

(Whipple Disease) 
<;400>; 98 

tttctgcagg taccgtca 18 

<;210>; 99 
<;211>; 20 
<;212>: DNA 

<;213>; Artificial Sequence 
<:220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio cholerae 
<;400>; 99 

gaggtactca aatgaatatc 20 

<;210>; 100 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>: Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio cholerae 
<;400>; 100 

attactcatc gatgatcttg 20 

<;210>; 101 

<;211>: 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio cholerae/mimicus 
<;400>: 101 

taaccattgg aaacgatg 18 
<;210>: 102 
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<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio cholerae/mimicus 
<;400>; 102 

aatgattaag gtattaactt 20 

<;210>; 103 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio fluvial is 
<;400>; 103 

cagcgacaac attgaacctt 20 



<;210>: 104 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<:223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio fluvial is 
<;400>; 104 

agctaacgtc aaaagata 18 



<;210>; 105 
<;211>; 18 
<;212>: DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio parahaemol y ti cus 
<;400>; 105 

ggaaacgagt tatctgaa 18 



<;210>; 106 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>: 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio parahaemol yti cus 
<;400>; 106 

gtcaaatgat ggtgctat 18 



<:210>; 107 
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<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
Primer Sequence for Vibrio parahaemol yti cus 
group 

<:400>; 107 

gttctgatga gatattgttt 

<;210>; 10S 
<;211>; 22 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
Primer Sequence for Vibrio parahaemol yti cus 
group 

<;400>; 108 

tatatccata aggaaatgga at 

<;210>; 109 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>: 

<:223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio spp. 
<;400>; 109 
taaccattgg aaacgatg 

<;210>; 110 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>: Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio spp. 
<;400>; 110 
cttaacaaac cacctgca 

<;210>; 111 
<;211>; 21 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>: 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Yersinia enterocol itica 
<;400>; 111 

gtgagtaatg tctgggaaac t 
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<;210>; 112 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Yersinia enterocol itica 
<;400>; 112 

gtaacgtcaa tccaacaa IS 

<;210>; 113 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<:220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Yersinia enterocol itica 

group 
<;400>; 113 

ataccgcata acgtcttc 18 



<;210> 


114 


<:211> 


18 


<;212> 


DNA 


<;213> 


Art i f i c i a 1 Sequ enc e 


<;220> 




<:223> 


Description of Artificial 



Primer Sequence for Yersinia enterocol itica 

group 
<;400>; 114 
taacgtcaat ccaacaac 



18 



<;210>; 115 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Aeromonas hydro phi la 
<;400>; 115 

tgctggcgac gctgattg 18 

<;210>; 116 

<;211>; IS 

<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
Primer Sequence for Aeromonas hydrophila 
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<;400>; 116 

tcttgcctgc ctgcatgc 18 



<;210>; 117 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Aeromonas spp. 
<;400>; 117 

ataacagttg gaaacgactg 20 

<;210>; 118 
<;211>; IS 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Aeromonas spp. 
<;400>; 118 

ggctgcatca gggtttcc 18 

<;210>; 119 
<;211>: 22 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Bacillus cereus group 
<;400>; 119 

ctgttacttg ggatacgaaa gt 22 

<;210>; 120 
<;211>: 22 
<;212>; DNA 

<;213>: Artificial Sequence 
<;220>: 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Bacillus cereus group 
<;400>; 120 

tctattagtt gttgtgcata ct 22 

<;210>; 121 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
Primer Sequence for Bacteroides fragilis 
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<;400>; 121 

cgaactcggt ttatgcagtt 20 



<;210>; 122 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Bacteroides fragilis 
<;400>; 122 

ccgaagccgt attcacatta 20 



<;210>; 123 
<;211>; 22 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Pr i mer Sequence . for Campy 1 obac ter j e j un i 
<;400>; 123 

catctcagta atgcagctaa eg 22 



<;210>; 124 
<;211>; 22 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Campylobacter jejuni 
<;400>: 124 

gcaccctcat atctctataa gg 22 

<;210>; 125 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Campylobacter jejuni/coli 
<;400>; 125 

cctgcttaac acaagttgag 20 

<;210>; 126 
<;211>; 20 
<:212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
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Primer Sequence for Campylobacter jejuni /coli 

<;400>; 126 
cgtcagaatt cttccctaag 

<;210>; 127 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
Primer Sequence for Campylobacter spp. 

<;400>; 127 
cggtgtagga tgagactata 

<;210>; 128 
<;211>; 20 
<;212>; DNA 

<:213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Campylobacter spp. 
<;400>; 128 
ccagtgtgac tgatcatcct 

<;210>; 129 
<;211>; 20 
<:212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 129 
gccagagaga tattatggcg 

<;210>; 130 
<;211>; 20 
<;212>: DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 130 
ttccccagcg ttagtactat 

<;210>; 131 

<;211>; 20 

<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
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Primer Sequence for Clostridium botulinum 
<;400>; 131 
atcaagttcc cggtaacggt 

<;210>; 132 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 132 
ttgaatcttg aagcgctgat 

<;210>; 133 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 133 
cactagctaa tgagcctgaa 

<;210>: 134 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 134 
gggtatatct gtcgaaagtc 

<;210>; 135 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 135 
aagtctgcaa gatggattgg 

<;210>; 136 
<:211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 



20 



20 
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Primer Sequence for Clostridium botulinum 
<;400>; 136 
cccagtaaag cttaattcct 

<;210>; 137 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 137 
caagtaccat tccatttcct 

<;210>; 138 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 138 
accattctca gcatcattct 

<;210>; 139 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 139 
gattttcatc cgcctacttc 

<;210>; 140 
<;211>: 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 140 
tccctcctga aagattatta 

<;210>; 141 
<;211>; 20 
<;212>; DNA 

<;213>: Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
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Primer Sequence for Clostridium botulinum 
<;400>; 141 

ctctactaac cgcaaccagt 20 



<;210>; 142 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 142 

acggatgcag tcgatgatag 20 

<;210>; 143 
<;211>; 24 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 143 

ctaattttct ttcacaagat agtg 24 

<;210>; 144 
<;211>; 22 
<:212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 144 

tatatccata aggaaatgga at 22 



<;210>; 145 
<;211>; 24 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 145 

ctaattttct ttcacaagat agtg 24 

<;210>; 146 
<;211>; 22 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
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Primer Sequence for Clostridium botulinum 
<;400>; 146 

tatatccata aggaaatgga at 

<;210>; 147 
<;211>: 21 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 147 

gattatgcaa aatagtttta g 

<;210>; 148 
<;211>; 22 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium botulinum 
<;400>; 148 

tttctcaacc aaaaataaat tg 

<;210>; 149 
<;211>; 22 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium butyricum 
<;400>; 149 

caagattttc atccgcgcct ac 

<;210>; 150 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium butyricum 
<;400>; 150 
gcatcaccaa tatggaattg 

<;210>; 151 
<;211>; 22 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
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Primer Sequence for Clostridium difficile 
<;400>; 151 

ctcttgaaac tgggagactt ga 22 

<;210>; 152 
<;211>; IS 
<;212>; DNA 

<:213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium difficile 
<;400>; 152 

taacccccga acacctag 18 

<;210>; 153 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium difficile 
<;400>; 153 

cttcaagcag aaatagagca 20 

<;210>; 154 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium difficile 
<;400>: 154 

gcccattgtt ttatgtattc 20 

<;210>; 155 
<;211>; 20 
<:212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium difficile 
<;400>; 155 

tctggtagaa ataaagcctt 20 

<;210>; 156 

<;211>; 20 

<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
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Primer Sequence for Clostridium difficile 
<;400>; 156 

gtgtttatca aaaatgcatt 20 

<;210>; 157 
<;211>; 21 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium perfringens 
<;400>; 157 

cgcataatgt tgaaagatgg c 21 

<;210>; 15S 

<;211>; 18 

<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
Primer Sequence for Clostridium perfringens 

<;400>; 158 

acgcatcgtc gccttggt 18 

<;210>; 159 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium perfringens 
<;400>; 159 

ggagatggtt ggatattagg 20 

<;210>; 160 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Clostridium perfringens 
<;400>; 160 

ggaccagcag ttgtagatac 20 

<;210>; 161 

<;211>; 20 

<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 
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<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Cryptosporidium parvun 
<;400>; 161 
atggtgagca atcctctgcc 

<:210>; 162 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Cryptosporidium parvun 
<;400>; 162 
ccgaggagat ggttatcctt 

<;210>; 163 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Entamoeba histolytica 
<;400>; 163 
gcacaaattg gaaaagaagc 

<;210>; 164 
<;211>; 20 
<;212>: DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Entamoeba histolytica 
<;400>; 164 
tcacaccatg cttgatgaca 

<;210>; 165 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>: 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EaggEC) 
<;400>; 165 
tagggttagg gcagtatata 

<;210>: 166 

<;211>; 20 

<;212>; DNA 

<;213>; Artificial Sequence 
<:220>; 
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<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EaggEC) 
<;400>; 166 

ctctcgagca tcaacatcag 20 

<;210>; 167 
<;211>; 21 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EaggEC) 
<;400>; 167 

tgccatcaac acagtatatc c 21 



<;210> 
<;211> 
<;212> 
<;213> 
<;220> 
<;223> 



168 

20 

DNA 

Art i f i c i a 1 Sequent' e 



Description of Art if icial Sequence: Synthesized 
Primer Sequence for Escherichia coli(EaggEC) 
<;400>; 168 

agtccttcca tgacacgaag 20 

<;210>; 169 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EIEC) 
<;400>; 169 

caaaagagca tagcatccga 20 

<;210>; 170 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<:223>; Description of Art if icial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EIEC) 
<;400>; 170 

cgcgattgga aatagagata 20 

<;210>: 171 

<;211>; 20 

<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 
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<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EHEC) 
<;400>; 171 

ctacggctta ttgttgaacg 20 

<;210>; 172 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EHEC) 
<;400>; 172 

gaggttccac tatgcgacat 20 

<;210>; 173 
<;211>; 20 
<;212>: DNA 

<;213>: Artificial Sequence 
<;220>: 

<;223>: Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EHEC) 
<;400>; 173 

cactgtcaca gcagaagcct 20 

<;210>; 174 
<;211>; 20 
<;212>; DNA 

<;213>: Artificial Sequence 
<;220>: 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(EHEC) 
<;400>; 174 

gcc agttatc tgacattc tg 20 

<;210>; 175 
<;211>: 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia col i (ETEC) 
<;400>; 175 

cagggaatat agagaccggt 20 

<;210>; 176 
<;211>; 20 
<;212>; DNA 

<;213>: Artificial Sequence 
<;220>: 



BNSDOCID: <JP 20031 64282 A_l_> 



(6 8) )03-1 642S2 (P20 0 3-88 2 



<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(ETEC) 
<;400>; 176 
gtgctcagat tetgggtctc 

<:210>; 177 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli(ETEC) 
<;400>; 177 
cgctcaggat gctaaaccag 

<;210>: 178 
<;211>: 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia col i (ETEC) 
<;400>; 178 
attcatgctt tcaggaccac 

<;210>; 179 
<:211>; 21 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli 
<;400>; 179 

ctgtattgtc tttttcacct t 

<;210>: 180 
<;211>; 21 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli 
<;400>; 180 

agacatcatc agaatcagaa c 

<;210>; 181 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 
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<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli 
<;400>; 181 
tgatagctat cagaatcgcc 

<;210>; 182 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Escherichia coli 
<;400>; 182 
caagaggtgc cgaacctaaa 

<;210>; 183 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Pr i mer Sequen ce for G i ard i a 1 amb 1 i a grou p 
<;400>; 183 
ccctgctagc cggacacc 

<;210>; 184 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Giardia Iambi i a group 
<;400>; 184 
atgtgcgggc cgtctctc 

<;210>; 185 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>: 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Listeria monocytogenes 
<;400>; 185 
ataccacgga gatgcagtga 

<;210>; 186 

<;211>; 20 

<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 
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<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Listeria monocytogenes 
<;400>; 186 

cttgattagt cattcctggc 20 

<;210>; 1ST 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Listeria monocytogenes 
<;400>; 187 

catccatggc accaccaa 18 

<;210>; 188 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Listeria monocytogenes 
<;400>; 188 

cggcacattt gtcactgc 18 

<;210>; 189 
<;211>; 22 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Plesiomonas shi gel lo ides 
<;400>; 189 

gataactacg ggaaactgta gc 22 

<;210>; 190 
<:211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Plesiomonas shigelloides 
<;400>; 190 

ccagtgtgac tggtcattct 20 

<;210>: 191 

<;211>; 20 

<;212>; DNA 

<;213>: Artificial Sequence 
<;220>: 
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<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Salmonella spp. 
<;400>; 191 

aaatcgcctc cage tga tec 20 



<:210> 
<;211> 
<;212> 
<;213> 
<;220> 
<;223> 



192 

20 

DNA 

Artificial Sequence 



Description of Artificial Sequence: Synthesized 
Primer Sequence for Salmonella spp. 
<;400>; 192 

gcgaatgaga cgcttaagcg 20 

<;210>; 193 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Salmonella spp. 
<;400>; 193 

ttgaagcega tgccggtgaa 20 

<;210>; 194 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Salmonella spp. 
<;400>; 194 

gcgcagcatc cgcatcaata 20 



<;210>; 195 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<:223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Salmonella typhi 
<;400>; 195 

tcatcatttc tggcctccga 20 



<;210>; 196 

<;211>; 20 

<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 
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<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Salmonella typhi 
<;400>; 196 

cgcatcgaaa acagcaataa 20 

<;210>; 197 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<:223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Shigella flexneri 
<;400>; 197 

caacaaaggg actatttccg 20 

<;210>; 198 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<:223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Shigella flexneri 
<;400>; 198 

agccatcata accataaccg 20 

<;210>; 199 
<:211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphy 1 ococcus aureus 
<;400>; 199 

ttttacagat cattcgtggt 20 

<;210>; 200 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<;400>; 200 

tgatcggcac ttttttctct 20 

<;210>; 201 

<;211>; 20 

<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 
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<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<;400>: 201 

tatgataatg ttcgagtcga 20 



<:210> 
<;211> 
<;212> 
<;213> 
<;220> 
<;223> 



202 

20 

DNA 

Artificial Sequence 



Description of Artificial Sequence: Synthesized 
Primer Sequence for Staphylococcus aureus 
<;400>: 202 

cccgaacagt aatacttcta 20 

<;210>; 203 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<:223>: Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<;400>; 203 

tgtagataaa tttttggcac 20 

<;210>: 204 
<;211>: 20 
<;212>: DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<;400>; 204 

caaagtggtt tccttcatgt 20 

<;210>: 205 

<;211>; 20 
<;212>: DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<;400>; 205 

ctcctttaaa cgttaaagcc 20 

<;210>; 206 
<;211>; 20 
<;212>; DNA 

<;213>: Artificial Sequence 
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<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<;400>; 206 

ccatttcttt tgaattgaag 20 

<;210>; 207 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Pr i mer Sequence for Staphylococcus aureus 
<;400>; 207 

ttttcacagg tcatccatgg 20 

<;210>; 208 
<;211>; 20 
<;212>: DNA 

<;213>; Artificial Sequence 
<;220>: 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Staphylococcus aureus 
<:400>; 208 

cggtcaatcg gttattatca 20 

<;210>; 209 
<;211>: 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>: 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Tropheryma whippelii 

(Whipple Disease) 
<;400>; 209 

cctaactttg ggataacttc 20 

<;210>: 210 
<;211>; 19 
<;212>: DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Tropheryma whippelii 

(Whipple Disease) 
<;400>; 210 

ggctacccgt cgatgcctt 19 

<;210>; 211 
<;211>; 20 
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<;212>; DNA 

<:213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Tropheryma whippelii 

(Whipple Disease) 
<;400>; 211 

ataccaaata cgacccatga 20 



<;210>; 212 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Art if icial Sequence: Synthesized 

Primer Sequence for Tropheryma whippelii 

(Whipple Disease) 
<;400>; 212 

gtaccgtcac tttcgcttct 20 



<;210> 
<;211> 
<;212> 
<;213> 
<;220> 
<;223> 



213 

20 

DNA 

Artificial Sequence 



Description of Artificial Sequence: Synthesized 
Primer Sequence for Vibrio cholerae 
<;400>: 213 

tgcaagagga actcagacgg 20 

<;210>; 214 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio cholerae 
<;400>; 214 

cccacctaaa gcagaaactt 20 

<;210>; 215 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio cholerae/mimicus 
<;400>; 215 

taataccgca taacctcgca 20 
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<;210>; 216 
<;211>; IS 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio cholerae/mimicus 
<:400>; 216 

gctgcatcag gcttgcgc IS 

<;210>; 217 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio fluvial is 
<;400>; 217 

atgcctggga aattgccctg 20 

<;210>; 218 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio fluvial is 
<;400>; 218 

gatacctcct tcctcactgc 20 

<;210>; 219 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio parahaemolyticus 
<;400>; 219 

tgatagcttc ggcttaaaga 20 

<;210>; 220 
<;211>; 18 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio parahaemolyticus 
<;400>; 220 

ccaccttcct cacggctg 18 
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<;210>; 221 
<;211>: 22 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
Primer Sequence for Vibrio parahaemol yti cus group 
<;400>; 221 

tatatccata aggaaatgga at 22 

<;210>; 222 
<;211>; 23 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
Primer Sequence for Vibrio parahaemol yti cus group 
<;400>; 222 

gctacagaat tataggaatg ttg 23 

<;210>; 223 
<;211>; 18 
<;212>; DNA 

<:213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio spp. 
<;400>; 223 

aacgatggct aataccgc 18 

<;210>; 224 
<;211>: 18 
<;212>; DNA 

<;213>: Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Vibrio spp. 
<;400>; 224 

catcaggctt gcgcccat 18 

<;210>; 225 
<;211>; 18 
<;212>: DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Yersinia enter ocol it ica 
<;400>; 225 

taccgcataa cgtcttcg 18 
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<;210>; 226 
<;211>; IS 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 

Primer Sequence for Yersinia enterocol itica 
<;400>; 226 
gttattggcc ttcctcct 



IS 



<;210>; 227 
<:211>; IS 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; Description of Artificial Sequence: Synthesized 
Primer Sequence for Yersinia enterocol itica group 
<;400>; 227 
ataacgtctt cggaccaa 



IS 



<;210>; 22S 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>: 

<;223>; Description of Artificial Sequence: Synthesized 
Primer Sequence for Yersinia enterocol itica group 
<;400>; 22S 
aacgtattaa gttattggcc 

Rl a, Rib, Rl c, ••* PCR^KfS (Ilg 



20 



m) 

R 2 a , R 2 b , R 2 c , • 

t i ? ji^kft ( m i sm ) 

T2 iftft-9->f^/Wfeft <3l2jm b ) 



[01] 



1 DNAOttffl 1 



PCR(^Xt^KPCR) I (A)— | (B)— | (C>— 1 1 
36— BHtt Kt&jftODffltS f tt it Tit 



T1 ..J_ |Mi« ^-Rib t^-mV I 



T2- 1 



R2a 



R2b 



R2c 
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F?— 4B024 AA11 CA09 HA12 HA19 HA20 

4B063 QA01 QA18 QA19 QQ03 QQ05 

QR08 QR32 QR42 QR62 QS25 
QS34 QX01 
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